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Figure.S1|Univariate analysis of TCGA-LGG and CGGA-LGG cohorts, conducted to determine risk scores and clinical characteristics other than sex associated with OS (Figure.S1A-B). The multifactorial analysis of the TCGA-LGG and CGGA-LGG cohorts further identified risk score, age, IDH status, WHO classification, and 1p/19q codeletion as independent prognostic factors for OS in LGG patients (Figure.S1C-D).
[image: ]
Figure.S2|Expression plot of genes in various tumors involved in the model construction; TCGA combined with GTEx database.
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Figure. S3|TIMER database exploring the modeled 12 mRNA gene expression/mutation and immune cell infiltration.
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