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[bookmark: _Hlk92718299]Supplementary figure 1: Gene ontology enrichment analysis from differential expression analysis on tumor mRNA using miR-190b expression as a continuous variable correcting for ER-status. A) Top 16 gene ontology results from differential expression analysis based on miR-190b expression divided by GO category. B) Gene-Concept network of the top 5 results from gene ontology enrichment analysis.
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