
Table S1 Strains, plasmids and primers used in this study

	Strain or plasmid or primer
	Relevant characteristics or sequence
	Reference or description

	Strains

	C. werkmanii BF-6
	Wild type (WT) strain 
	Zhou et al. 2017()


	E. coli S17-1
	F- thi pro hsdR [RP4-2 Tc::Mu Km::Tn7 (Tp Sm)]
	Zhu et al. 2010

( ADDIN EN.CITE )


	E. coli BL21 (DE3)
	
	

	ΔompF
	C. werkmanii BF-6 without ompF 
	This study

	ΔompF-com
	ΔompF complemented with ompF
	This study

	ΔmalM
	C. werkmanii BF-6 without malM
	This study

	ΔlamB
	C. werkmanii BF-6 without lamB
	This study

	ΔmalK
	C. werkmanii BF-6 without malK
	This study

	ΔmalE
	C. werkmanii BF-6 without malE
	This study

	ΔmalF
	C. werkmanii BF-6 without malF
	This study

	ΔmalG
	C. werkmanii BF-6 without malG
	This study

	ΔmalT
	C. werkmanii BF-6 without malT
	This study

	ΔompFΔmalM
	C. werkmanii BF-6 without ompF and malM
	This study

	ΔompFΔlamB
	C. werkmanii BF-6 without ompF and lamB
	This study

	ΔompFΔmalK
	C. werkmanii BF-6 without ompF and malK
	This study

	ΔompFΔmalE
	C. werkmanii BF-6 without ompF and malE
	This study

	ΔompFΔmalF
	C. werkmanii BF-6 without ompF and malF
	This study

	ΔompFΔmalG
	C. werkmanii BF-6 without ompF and malG
	This study

	ΔompFΔmalT
	C. werkmanii BF-6 without ompF and malT
	This study

	Plasmids

	pYG4
	Suicide vector encoding kanamycin resistance and SacB
	Xiong et al. 2012

( ADDIN EN.CITE )


	pSRK-GM
	pBBR1MCS-5-derived broad-host-range expression vector containing lac promoter and lacIq, lacZα+, and Gmr
	Khan et al. 2008

( ADDIN EN.CITE )


	pYG4-ΔompF
	pYG4 carrying ompF flanking sequences, Gmr
	This study

	pSRK-GM-ompF
	pSRK-GM carrying ompF, Gmr
	This study

	pYG4-ΔmalM
	pYG4 carrying malM flanking sequences, Gmr
	This study

	pYG4-ΔlamB
	pYG4 carrying lamB flanking sequences, Gmr
	This study

	pYG4-ΔmalK
	pYG4 carrying malK flanking sequences, Gmr
	This study

	pYG4-ΔmalE
	pYG4 carrying malE flanking sequences, Gmr
	This study

	pYG4-ΔmalF
	pYG4 carrying malF flanking sequences, Gmr
	This study

	pYG4-ΔmalG
	pYG4 carrying malG flanking sequences, Gmr
	This study

	pYG4-ΔmalT
	pYG4 carrying malT flanking sequences, Gmr
	This study

	Primers (5’-3’) for gene knockout, complementation and identification

	ompF-up-F/R
	CAGATCTCCGCGGCATGAAAACCCGGTTTACTGGGGT / CAAAGAGGTCTGCTATATTTATTACCCTCATCGGTTT
	Amplification of the upstream homologous sequence of ompF

	ompF-down-F/R
	TGAGGGTAATAAATATAGCAGACCTCTTTGTTAAATG / CGGCCGCACTAGTCAATCGGCTGCAACCAACGTACAG
	Amplification of the downstream homologous sequence of ompF

	ompF-QJ-F/R
	AAATAGAAATAACGGCGGCGAT / TGATAAGCGAACTCTCTTTGCC
	Identification of ΔompF

	ompF-com-F/R
	TTCCTGCAGCCCGGGGGATCCTAACCTTTCACATAGCAATCCAGATG / CGCTCTAGAACTAGTGGATCCTTAGAACTGGTAAACGATACCCACTG
	Complementation of ΔompF

	malM-up-F/R
	AAAAGTGCCACCTGCAGATCTTCAGGAAGCGGGTGGTTCA / GGGGTGATGTTGTTATCACCTCAGATAGCATGGG
	Amplification of the upstream homologous sequence of malM

	malM-down-F/R
	GGTGATAACAACATCACCCCACATTGTTGATTT / AGTCATATGCCGCGGAGATCTGTACGTTTAACATGGCCGTCAA
	Amplification of the downstream homologous sequence of malM

	malM-QJ-F/R
	GTACAAAATCACCCTCGCGC / ATCAACGGCTTACCGCTCAG
	Identification of ΔmalM

	lamB-up-F/R
	AAAAGTGCCACCTGCAGATCTACCAGTGGCGACCTGTTTATCG / GTGCTGAACGTTCTATCTCCTGAGATCATTGC
	Amplification of the upstream homologous sequence of lamB

	lamB-down-F/R
	GGAGATAGAACGTTCAGCACTAACCTGACGTAAAGAC / AGTCATATGCCGCGGAGATCTGATTAAAATAGCTTTCGGTGTCGTT
	Amplification of the downstream homologous sequence of lamB

	lamB-QJ-F/R
	CAGGTTGGCGCCAATATGTC / GTCAGACGCATTACGCCTTC
	Identification of ΔlamB

	malK-up-F/R
	AAAAGTGCCACCTGCAGATCTGGTCAGGCCCGCTTTCGC / TTTTTATGGGGACCGCCCTTCTCCCTTCGTTACAA
	Amplification of the upstream homologous sequence of malK

	malK-down-F/R
	AAGGGCGGTCCCCATAAAAAACGAAACG / AGTCATATGCCGCGGAGATCTCTGGTTCAAACCTTTACCCTGC
	Amplification of the downstream homologous sequence of malK

	malK-QJ-F/R
	TGTGAGTATTGCGCACTGGC / CCCAGTCATTCTGCTGTGCT
	Identification of ΔmalK

	malE-up-F/R
	AAAAGTGCCACCTGCAGATCTTTACCGACCTGCGCCAC / CACAACTGTAAGTTCCCATCCTGTTTGGTG
	Amplification of the upstream homologous sequence of malE

	malE-down-F/R
	GATGGGAACTTACAGTTGTGAACGTGCCGG / AGTCATATGCCGCGGAGATCATGCCCTCGTCAGTAAATACGC
	Amplification of the downstream homologous sequence of malE

	malE-QJ-F/R
	GCCTCAGAGGAATTTCGTGATGC / TGGTTGGTGCTGCTGTAGTTGGT
	Identification of ΔmalE

	malF-up-F/R
	AAAAGTGCCACCTGCAGATCTCGTACCCGATCGCCGTGG / GTTATCTCCCGGGGTTCAATCCTCAACAACAA
	Amplification of the upstream homologous sequence of malF

	malF-down-F/R
	ATTGAACCCCGGGAGATAACGACAATGGCTATG / AGTCATATGCCGCGGAGATCTTCTGTTTTCAGGCGGTAAATATAATT
	Amplification of the downstream homologous sequence of malF

	malF-QJ-F/R
	GCCCAGAAAGGCGAAATCAT / TTTACCCGGGAAGCGCATAC
	Identification of ΔmalF

	malG-up-F/R
	AAAAGTGCCACCTGCAGATCTGGCCCTCACCGACGGTGA / GGCAGGTACTTCGATAAAACTGTCGTTATCTCCCTTAATCAAACTT
	Amplification of the upstream homologous sequence of malG

	malG-down-F/R
	GTTTTATCGAAGTACCTGCCCG / AGTCATATGCCGCGGAGATCTAGGAAACCAGTTTTCCACGAATA
	Amplification of the downstream homologous sequence of malG

	malG-QJ-F/R
	TGGTTTAGCGATCCAACCAC / AGCCGAATAATAGCCCTCCT
	Identification of ΔmalG

	malT-up-F/R
	AAAAGTGCCACCTGCAGATCTGGCTCCCAACGTCCCTCTT / CGTAGCGCATCAGGCATTAAAAGTTAGTCACTTCACTGTGTGAAAATG
	Amplification of the upstream homologous sequence of malT

	malT-down-F/R
	TTAATGCCTGATGCGCTACG / AGTCATATGCCGCGGAGATCTTGATTGTCATTACTGTGATCAGCG
	Amplification of the downstream homologous sequence of malT

	malT-QJ-F/R
	AAGTGGAATCTTTCCGCTGG / TGCCATCCAGTTCGGTCAAT
	Identification of ΔmalT

	malT-FL-F/R
	ATGTTGATTCCGTCTAAATTAAGTC / TACCCCATAGCCCATCATCT
	Amplification of the whole coding sequence of malT

	ompF-P-F/R
	TGTAAAACGACGGCCAGTTCACAGCAGAGAAAAAGCGG / ATATGACACCTGCCACTGCC
	Amplification of the upstream promoter sequence of ompF

	ompF-gfp-F/R
	gtacccggggatcctctagaCACAGCAGAGAAAAAGCGGTCT / atttagtcatctgcagTGCCAGAATATTGCGCTTCATC
	Construction of the ompF promoter expression plasmid

	Primers (5’-3’) for qRT-PCR

	rpsL-RT-F/R
	GGCGTATGTACTCGTGTATA / CACCGATGTAGGAAGTCA
	

	flgC-RT-F/R
	CAAATGGCTGACATGATG / TTCTCCCAGTTTGAGTAAG
	

	flgH-RT-F/R
	CAATTTCGGTAAGAACAATAC / TTGAAGTCACGATTAGCA
	

	fliK-RT-F/R
	ATGGAAGTCAATGTTCAG / ATCAGAACGGATTCATTC
	

	fliF-RT-F/R
	GTTGAAGAACTGGAAACC / ATTAAGCAGCGATAAGGA
	

	malM-RT-F/R
	AGTGAAGTAAACAAACAAAC / TCCTGGTAGGTGAAATAG
	

	lamB-RT-F/R
	CAGCAGCCAGAATATCTA / TTCCAACATACCATCAGT
	

	malK-RT-F/R
	GTCCTATGCGTTATATCC / CAGCTACCTGATTAACAC
	

	malE-RT-F/R
	TTGGTCATCTGGATTAACG / GGTGCTCAATGGTAACTT
	

	malF-RT-F/R
	ATTTGTACCATCGCCATT / TTACCTGCCTGATAAGAAC
	

	malG-RT-F/R
	TTATTCTGTCATTCATTGC / AAGTAGTTCTGTGGATTG
	

	malT-RT-F/R
	ATAAGGTACGGGTGATTT / CAGGAAGTGGTTATTAGC
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