
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
  

Gene loadings for 100 principal components (PCs) 

Valida�on set (N=258) 

PC predictive values 

Training set (N=781) 

TCGA dataset (N=1039) 

GO and KEGG enrichment analysis 

LASSO Cox analysis to select 13 PCs linked to OS significantly 

Inves�gation for the rela�onship between PCs and clinical features 

Prognos�c genes  

Mul�variate Cox analysis to construct the risk model of 13 PCs combined 
with clinical factors  

Expression of 943 genes related to carbohydrate metabolism and lipid metabolism 

PAM50 Age Stage Histology  Metastasis Survival 

Correla�on with 
cell abundance 

Significant PCs in both training set and valida�on set 
in mul�variate Cox regression 

Top loading 
genes  

Joel dataset(N=197) 


