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[bookmark: bbib0055]Supplementary Figure 1: The biosynthetic pathway of gibberellin (GA) and vegetative phenotypes observed in GA related mutants. (A) Schematic summary of the GA pathway highlighting the mutated enzymes  described in this work. (B) Representative images showing the vegetative phenotypes of wild type (WT) plants and mutants plants deficient in the biosynthesis of GAs (gib3, moderately deficient, gib2, intermediate deficiency and gib1, extremely deficient). Mutations in the initial enzymes of GA synthesis, namely ent-copalyl diphosphate synthase (CPS) and ent-kaurene synthase (KS), are found, respectively, in gib1 and gib3 mutants whereas a mutation in the gene encoding the ent-kaurenic acid oxidase (KAO) is found in gib2 mutant plants. Abbreviations: GGPP, geranylgeranyl pyrophosphate; CPP, copalyl pyrophosphate; CPS, ent-copalyl diphosphate synthase; KS, ent-kaurene synthase; KAO, ent-kaurenic acid oxidase; KO, ent-kaurene oxidase.
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