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Legend supplementary figure 2
A) Wild type SpCas9 gene amplicon sequencing: Query: Theoretical sequence expected. Sbjct: sequencing results. Results of sequencing of the 1633 bp fragment (from Figure 2A well 6), a perfect homology (100%) is observed between the sequences of the 5 clones and the expected theoretical sequence. B) Truncated SpCas9 gene amplicon sequencing: Sequencing result of the 658 bp fragment (from Figure 2A well 7). Sequences of 4 out of 5 clones (80%) had perfect homology with the theoretical sequence. The deletion of 975 bp resulted in the formation of the TAA stop codon (in bold and underlined). C) Truncated SpCas9 gene amplicon sequence with 1 bp insertion: In 1 out of 5 sequences (20%) of the truncated SpCas9 amplicon, there was an insertion of one nucleotide (G in bold and underlined). This insertion changed the reading frame of the SpCas9 gene.
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A) WT SpCas9 gene amplicon sequencing with the perfect homology 5/5

Query 901  TGCTGGCCCAGATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCARGAACCTGTCCG 960
(RN N N NN RN RN RN
Sbjct 901  TGCTGGCCCAGATCGGCGACCAGTACGCCGACCTGTTTCTGGCCGCCAAGAACCTGTCCG 960

Query 961  ACGCCATCCTGCTGAGCGACATCCTGAGAGTGAACACCGAGATCACCAAGGCCCCCCTGA 1020
FECEEEEE et e e e e e e e e e e e e e e
Sbjct 961  ACGCCATCCTGCTGAGCGACATCCTGAGAGTGAACACCGAGATCACCAARGGCCCCCCTGA 1020

Query 1021 GCGCCTCTATGATCAAGAGATACGACGAGCACCACCAGGACCTGACCCTGCTGAAAGCTC 1080

FECEEEEEEEr e e e e e e e e e e e e e e
Sbjct 1021 GCGCCTCTATGATCARGAGATACGACGAGCACCACCAGGACCTGACCCTGCTGAAAGCTC 1080

Query 1081 TCGTGCGGCAGCAGCTGCCTGAGAAGTACAAAGAGATTTTCTTCGACCAGAGCAAGAACG 1140
(RN N R N RN NN
Sbjct 1081 TCGTGCGGCAGCAGCTGCCTGAGAAGTACAAARGAGATTTTCTTCGACCAGAGCAAGAACG 1140

Query 1141 GCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGC 1200

(RN NN N N NN R NN RN
Sbjct 1141 GCTACGCCGGCTACATTGACGGCGGAGCCAGCCAGGAAGAGTTCTACAAGTTCATCAAGC 1200

Query 1201 CCATCCTGGRARAAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGARCAGAGAGGACC 1260

FECEEEEEEEr e e e e e e e e e e e e e e e
Sbjct 1201 CCATCCTGGAARAAGATGGACGGCACCGAGGAACTGCTCGTGAAGCTGAACAGAGAGGACC 1260

Query 1261 TGCTGCGGAAGCAGCGGACCTTCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAG 1320
FECEEEEErEr e e e e e e e e e e e e e e e e
Sbjct 1261 TGCTGCGGAAGCAGCGGACCTTCGACAACGGCAGCATCCCCCACCAGATCCACCTGGGAG 1320

Query 1321 AGCTGCACGCCATTCTGCGGCGGCAGGRAGATTTTTACCCATTCCTGAAGGACAACCGGG 1380

FECEEEEEEEr e e e e e e e e e e e e e e e e e
sbjct 1321 AGCTGCACGCCATTCTGCGGCGGCAGGAAGATTTTTACCCATTCCTGAAGGACAACCGGG 1380

Query 1381 AARAGATCGAGAAGATCCTGACCTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGG 1440
(RN N N NN N RN RNy
Sbjct 1381 AARAGATCGAGAAGATCCTGACCTTCCGCATCCCCTACTACGTGGGCCCTCTGGCCAGGG 1440

Query 1441 GRAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGARACCATCACCCCCTGGAACT 1500
FECEEEEEEE e e e e e e e e e e e e e e e e e e
Sbjct 1441 GAAACAGCAGATTCGCCTGGATGACCAGAAAGAGCGAGGARACCATCACCCCCTGGAACT 1500

Query 1501 TCGAGGARAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACT 1560

FECEEEEEEE e e e e e e e e e e e e e e e e e
Sbjct 1501 TCGAGGAAGTGGTGGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACT 1560

B) Truncated SpCas9 gene amplicon sequencing (4/5)

Query 421 TCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCACC 480

(BN N NN N RN RN NN
Sbjct 425 TCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCACC — 366

Query 481 TGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTAAGTGGTGE 540

FEEEEEErr e e e e e e e e e e L e
Sbjct 365 TGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCTAAGTGETGG 306

Query 541 ACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATA A G AACCTGC 600

BN N NN N e I AR
Sbjct 305 ACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCTGC — 246

C) Truncated SpCas9 gene amplicon sequencing with 1 bp insertion (1/5)

Query 420 ATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCAC 479

PERERETEEEE e e e e e e e e e e e e e e e e e
Sbjct 341 ATCTTCGGCAACATCGTGGACGAGGTGGCCTACCACGAGAAGTACCCCACCATCTACCAC — 282

Query 480 CTGAGAAAGAAACTGGTGGACAGCACCGACAAGGCCGACCTGCGGCTGATCT-AAGTGGT 538

FEEEEET e e e e e e e e e e e e e e e e e P
Eojob 721 CTOACEARGRARCTUCTOIRCACIACTD RORACOOTU AT OOU SO RO SRR TN 202

Query 539 GGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCT 598
FEEEEEEEr et e e e e e e e e e e e e e e e e
Sbjct 221  GGACAAGGGCGCTTCCGCCCAGAGCTTCATCGAGCGGATGACCAACTTCGATAAGAACCT 162




