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Supplemental Fig. S7 Il human chromesomes
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Supplemental Fig. S8 Distribution map for top 10 of CG-containg DegePenta on the longest three scafolds of 3 bats
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Supplemental Fig. $11  Heatmaps of human DegeHexa-TFBS BLSOM presented in Fig. 48
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Supplemental Fig. $1 Distribution map for AC+GT and GA+TC on all human chromosomes
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Supplemental Fig. 83 Distribution map for Odds for CG on longest 3 scafolds of 3 bats

1 Aeg Scaf1 Odds for CG 1 Aeg Scaf2 Odds for CG 1 ‘Aeg Scaf3 Odds for CG

05

200

06 Fer Scaf1 Odds for CG 4 06 Fer Scaf2 Odds for CG 06 Fer Scaf3 Odds for CG

0 0 0
0 50 100 0 50 100 0 50 100
Myo Scaf1 Odds for CG Myo Scaf2 Odss for CG Myo Scaf3 Odds for CG
06
.
LA
03

(%) 0 100 200 100 200 (Mb)




image4.png
Supplemental Fig. Heatmaps of DegeTri BLSOM presented in Fg 2A
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Supplemental Fig. S5 Distribution map for GAA+TTC and GAC+GTC on all human chromosomes
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Supplemental Fig. S6

. L "

AAACGSCGTTT

AACCG+CGGTT

AACGASTCGTT

ot s e
‘ . u -
e

o

CCCGA+TCGGG

CCCGWCGCG6  CCGGASTCCGG  CCGGC+GLCG
o —

C 4l - d
CGACCHGGTCS  CGACGWCGTCG  CGAGASTCICG:

oA COToC.GAce  COTTASTAACS
- J‘ ‘r’ ‘-
CCOMTIC.  GIOACGTCRE  GGCAH TGS
TCAATICA  TCGCA-TACG

AACGC-GCGTT  AACGG+CCGTT  AACGT-ACGTT
ACCGT+ACGGT

ACGGC-GACGT

ACGGG+CCCGT

T |

ACGTA+TACGT

)

AGCGGHCCGCT  AGGCGHCGCCT  AGTCG+CGACT

-'..‘

CAACG-CGTIG  CACCG+CGGTG  CACGASTCGTG

CCOGC+GCGGG  CCCGG+CCGGG  CCGAASTICGG

CGATC+GATCG

CGCTC+GAGSS

k

CGTAASTIACG

-i

CTCGC+GCAG

(%

‘GCGTA+TACGC

Heatmaps of the CG-containing DegePenta BLSOM presented in Fig. 38

AAGCG+CGCTT

e 7

e
ATACG+CGTAT
. i
% El
CACGC+GCGTE

B W af Jm,

CCGAC+GTCGG

e L9E P/
CCOTAVTACGS  CCOTCIGACGS  CCTCG+CaAGS
—

-n.. ‘TA‘,

CGATASTATCG

(. |

CGCTASTAGCG

CGAAASTTTCG

A

CGCAASTIGEG

CGGAATICCG

5

CGTAC:GTACG

4

GACGASTCGTC

GGCGA-TCGCC

AATCG+CGATT

el

ACGAT+ATCGT

ATCCG+CGGAT

B

CACGGCCGTG

A

CCBAG-CTCGE

CAGCG+CGCTG

-

CCGCALTGEGE

E4

CCGOC+G6CGG

ey

CGAACHGTICG

CGTAG+CTACG

[ ondl |

‘GACGC+GCGTC

B

GTCGASTCGAC

CGAAGHCTICG

CGTCA-TGACG

GCCGASTCGGE

| 9

TACGA+TCGTA

CGACASTGTC

TCCGA-TCGGA




