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dre04146: Peroxisome -
dre04145: Phagosome |
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dre03320: PPAR signaling pathway
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dre05168: Herpes simplax infection dre04920: Adipocylokine signaling pathway -
dreQ4810: Ragulation of actin cytoskeleton dre04744- Phototransduction -
dra04621: NOD-like recoptor signaling pathway are04270; Vascular smooth muscle contraction -+ ()
dre04530: Tight junction L] 4804218 Farroptosis - [ ]
dre04510: Focal adhesion L] dre04146: Peroxisome - @
dre04371: Apelin signaling pathway | & Number dre03320. PPAR signaling pathway —___@
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H 3 I 5
Enrichment Score o

pualue
0.025

0.015

0.005
-

D KEGG Pathway Classification(aéhpf)
inuns sysen | [
Endecne syt ¢
Chcustorysysern | [ Enviranmental Information Processing
Xenobiotics biodegradation and metaboisrn{ [N I ot romatin Procesiog
Nucieotide metsbossm- [ I etatoiism
Metabolism of other amino aciés + [ Organismal Systems
Metabalisn of cofactors and vitamins 1 [
T —
Glycan biosynthesis and metabolism { [N
Energy metaboism| |-
Carsonarae meaboion: [
Amino acid metabolism{ [N
Pepe—
Endocrine and metabolic diseases + [+
Folding, sorting and degradation{ NN
Signaling molecules and interaction |
Sonattnsiucion | [ -
Trensport and catabalism | |
Cellular community - eukaryotes [
Cellmetity1 [N
g et | - |
a 5 10 13 20 2
Percent of Genes (%)
H KEGG Enrichment top 20(96hpf)
dreD5168: Herpes simplex infection ) T T
dre04621: NOD-like receptor signaling pathway |  *
dreD4620: Toll-like receptor signaling pathway |
€re04270. Vascular smoolh muscle contraction | L ]
dre04261: Adrenargic signaling in cardiomyocyles{ @
dre04260° Cardiac muscle contraction |
dre04210:
dreDd145: Phagosome | +
dre04142: Lysosome { -
dra04140: Autophagy — animal { -
@re04115: ps3 signaling pathway
dre04020: Calcium signaling pathway | @
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