	WELL
	Mutation
	SNP_ID
	2nd-PCRP
	1st-PCRP

	W1
	PIK3CA E542 K/Q
	PIK3CA:c.1624G>C/A
	ACGTTGGATGTAGCACTTACCTGTGACTCC
	ACGTTGGATGGCAATTTCTACACGAGATCC

	W1
	PIK3CA C420 R
	PIK3CA:c.1258T>C
	ACGTTGGATGGGAAGAAAAGTGTTTTGAAATG
	ACGTTGGATGGTTTATATTTCCCCATGCCA

	W1
	PIK3CA H1047 P/R/L
	PIK3CA:c.3140A>G/T/C
	ACGTTGGATGTCCATTTTTGTTGTCCAGCC
	ACGTTGGATGAACTGAGCAAGAGGCTTTGG

	W2
	PIK3CA E545 K/Q
	PIK3CA:c.1633G>A/C
	ACGTTGGATGGCAATTTCTACACGAGATCC
	ACGTTGGATGTAGCACTTACCTGTGACTCC

	W3
	PIK3CA Q546 K/E
	PIK3CA:c.1636C>A/G
	ACGTTGGATGGCAATTTCTACACGAGATCC
	ACGTTGGATGTAGCACTTACCTGTGACTCC

	W4
	PIK3CA E545 A/G/V
	PIK3CA:c.1634A>C/G/T
	ACGTTGGATGGCAATTTCTACACGAGATCC
	ACGTTGGATGTAGCACTTACCTGTGACTCC

	 
	 
	 
	 
	 

	W1
	ESR E380Q
	ESR1:c.1138G>C
	ACGTTGGATGGCTTTGTGGATTTGACCCTC
	ACGTTGGATGAGACGAGACCAATCATCAGG

	W1
	ESR S463P
	ESR1:c.1387T>C
	ACGTTGGATGAGCTTCTCTCTCTCACTCTC
	ACGTTGGATGTCTCTTCCAGAGACTTCAGG

	W2
	ESR D538G/V
	ESR1:c.1613A>G/T
	ACGTTGGATGTCCAGCATCTCCAGCAGCAG
	ACGTTGGATGACAAAGGCATGGAGCATCTG

	W2
	ESR L536 R/H/P
	ESR1:c.1607T>G/A/C
	ACGTTGGATGACAAAGGCATGGAGCATCTG
	ACGTTGGATGTCCAGCATCTCCAGCAGCAG

	W3
	ESR Y537 C/S
	ESR1:c.1610A>G/C
	ACGTTGGATGACGGCTAGTGGGCGCATGTA
	ACGTTGGATGTGAAGTGCAAGAACGTGGTG

	W3
	ESR Y537N
	ESR1:c.1609T>A
	ACGTTGGATGTGAAGTGCAAGAACGTGGTG
	ACGTTGGATGACGGCTAGTGGGCGCATGTA

	W4
	ESR P535H
	ESR1:c.1604C>A
	ACGTTGGATGAGCATCTCCAGCAGCAGGTC
	ACGTTGGATGCAGTAACAAAGGCATGGAGC


Table 1 legend:
Table 1 listed both PIK3CA and ESR1 mutations detected in the MassARRAY assays and the 5’-3’ primer sequences (2nd-PCRP, 1st-PCRP) used in the first PCR.
	WELL
	Mutation
	UEP_SEQ
	UEP_MASS
	EXT1_CALL
	EXT1_MASS
	EXT2_CALL
	EXT2_MASS
	EXT3_CALL
	EXT3_MASS
	EXT4_CALL
	EXT4_MASS

	W1
	PIK3CA E542 K/Q
	TTCTCCTGCTCAGTGATTT
	5735.7
	G
	5982.9
	C
	6022.9
	A
	6062.8
	 
	 

	W1
	PIK3CA C420 R
	TCTTTGTTTTTTAAGGAACAC
	6401.2
	C
	6648.4
	T
	6728.3
	 
	 
	 
	 

	W1
	PIK3CA H1047 P/R/L
	TTTTTGTTGTCCAGCCACCATGA
	6980.5
	G
	7227.7
	T
	7251.8
	C
	7267.8
	A
	7307.6

	W2
	PIK3CA E545 K/Q
	CCTCTCTCTGAAATCACT
	5369.5
	C
	5616.7
	A
	5640.7
	G
	5656.7
	 
	 

	W3
	PIK3CA Q546 K/E
	TCTCTCTGAAATCACTGAG
	5762.8
	C
	6010
	A
	6034
	G
	6050
	 
	 

	W4
	PIK3CA E545 A/G/V
	CCTCTCTCTGAAATCACTG
	5698.7
	C
	5945.9
	A
	5969.9
	G
	5985.9
	T
	6025.8

	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 

	W1
	ESR E380Q
	ATCAGGTCCACCTTCTA
	5105.3
	C
	5352.5
	G
	5392.5
	 
	 
	 
	 

	W1
	ESR S463P
	GGAGTGTACACATTTCTG
	5529.6
	C
	5776.8
	T
	5856.7
	 
	 
	 
	 

	W2
	ESR D538G/V
	GCATCTCCAGCAGCAGG
	5180.4
	G
	5427.6
	A
	5507.5
	 
	 
	 
	 

	W2
	ESR L536 R/H/P
	GGGTTCAAGAACGTGGTGCCCC
	6776.4
	C
	7023.6
	A
	7047.6
	G
	7063.6
	T
	7103.5

	W3
	ESR Y537 C/S
	TCTCCAGCAGCAGGTCA
	5155.4
	G
	5402.5
	C
	5442.6
	A
	5482.5
	 
	 

	W3
	ESR Y537N
	TGCAAGAACGTGGTGCCCCTC
	6407.2
	A
	6678.4
	T
	6734.3
	 
	 
	 
	 

	W4
	ESR P535H
	GCAGCAGGTCATAGAGG
	5284.5
	C
	5571.7
	A
	5611.5
	 
	 
	 
	 


Table 2 legend:

Table 2 listed both PIK3CA and ESR1 mutations detected in the MassARRAY assays, 5’-3’ extension primer sequences (UEP_SEQ) and the PCR product mass obtained for unextended product (UEP_MASS ) and both wt and mutated sequences (EXT_MASS).
