
Characteristics
IGF2BP3 Expression χ2 Value P Value

Low High

Age

<50 20 23 0.24

9
0.618

≥50 116 113

Gender

Male 71 72 0.01

5
0.903

Female 65 64

T classification

T1~T2 30 17 4.34

7
0.037*

T3~T4 106 119

N classification

N0 85 74 1.83

2
0.176

N1~N2 51 62

M classification

M0 94 100 0.67

2
0.412

M1 40 34

Dukes

I~II 82 69 5.47

0
0.019*

III~IV 50 63

Supplementary Table S1 The correlation between IGF2BP3 expression and 

clinicopathological parameters
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Analysis Type of Cancer Outlier

Bladder Cancer

Brain and CNS Cancer

Breast Cancer

Cervical Cancer

Colorectal Cancer

Esophageal Cancer

Gastric Cancer

Head and Neck Cancer

Kidney Cancer

Leukemia

Liver Cancer

Lung Cancer

Lymphoma

Melanoma

Myeloma

Ovarian Cancer

Pancreatic Cancer

Prostate Cancer

Sarcoma
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