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Figure s2
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Figure s3
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PX459-11

CTATTTCCATGATTCCTTCATATTIGCATATACGATACAAGGCTGTTAGAGAGATAATIGGAAT

TAATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATAATTICT
TGGGTAGTTTGCAGTTTTAAAATTATGTTT TAAAATGGACTATCATATGCTTACCGTAACTTGA
AAGTATTTCGATTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACCG CIGTCTTATT

ATCTTGACAGGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTT
GAAAAAGTGGCACCGAGTCGGTGCTTTTTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAA
GGCTAGTCCGTTTTTASCGCGTGCGCCAATTCTGCAGACAAATGGCTGAGGGCCTATTICCC

ATGATTCCTTCATATTTGCATATACGATACAAGGCTGTTAGAGAGATAATTGGAATTAATTTGA
CTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATAATTTCTTGGGTAGT
TTGCAGTTTTAAAATTATGTTT TAAAATGGACTATCATATGCTTACCGTAACTTGAAAGTATTT

CGATTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACCGACCACTGAATTIGTATCC
CAGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGT
GGCACCGAGTCGGTGCTTTTTTIGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTC

CGTTTTTAGCGCGTGCGCCAATTCTGCAGACAAATGGCTCTAGAGGTACCCGTTACTTAACTT
ACGGTAAAT

C
PX459-13

ATTTICCATGATICCTTCATATTTGCATATACGATACAAGGCTGTTAGAGAGATAATTGGAATTA
ATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAAAGTAATAATTICTTG
GGTAGTTTGCAGTTTTAAAATTATGTTTTAAAATGGACTATCATATGCTTACCGTAACTTGAAA
GTATTTCGATTTCTTGGCTTTATATATCTAGTGGAAAGGACGAAACACCGTIGCGCATAAGA
GCAGAAGAGTTTTAGAGCTAGAAATAGCCATGGTATGAGGTTGAGCCAAAGTTAAAATAAG
GCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCTTTTTTGTTTTAGAGCTAG
AAATAGCAAGTTAAAATAAGGCTAGTCCGTTTTTAGCGCGTGCGCCAATTCTGCAGACAAAT
GGCTGAGGGCCTATTTCCCATGATTCCTTCATATTTGCATATACGATACAAGGCTGTTAGAGA
GATAATTGGAATTAATTTGACTGTAAACACAAAGATATTAGTACAAAATACGTGACGTAGAA
AGTAATAATTTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTAAAATGGACTATCATATGCTT
ACCGTAACTTGAAAGTATTTCGATTTCTTGGCTTTATATATCTTGTGGAAAGGACGAAACACC
GTACCATAATGTATAGTGAGTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTC
CGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCTTTTTTGTTTTAGAGCTAGAAATAGC
AAGTTAAAATAAGGCTAGTCCGTTTTTAGCGCGTGCGCCAATTCTGCAGACAAATGGCTCTA

GAGGTACCCGTTACATAACTTACGGTAAATG

B
PX459-12

TGCATATACGATACAAGGCTGTTAGAGAGATAATTGGAATTAATTTGACTGTAAACACAAAGA
TATTAGTACAAAATACGTGACGTAGAAAGTAATAATTTCTTGGGTAGTTTGCAGTTTTAAAAT
TATGTTTTAAAATGGACTATCATATGCTTACCGTAACTTGAAAGTATTTCGATTTCTTGGCTTTA
TATATCTTGTGGAAAGGACGAAACACCGAAAAATTGTCATCAATGATGGTTTTAGAGCTAG
AAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGT
GCTTTTTTGTTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTTTTAGCGCGTG
CGCCAATTCTGCAGACAAATGGCTGAGGGCCTATTTCCCATGATTCCTTCATATTTGCATATAC
GATACAAGGCTGTTAGAGAGATAATTGGAATTAATTTGACTGTAAACACAAAGATATTAGTAC
AAAATACGTGACGTAGAAAGTAATAATTTCTTGGGTAGTTTGCAGTTTTAAAATTATGTTTTA
AAATGGACTATCATATGCTTACCGTAACTTGAAAGTATTTCGATTTCTTGGCTTTATATATCTTG
TGGAAAGGACGAAACACCG CATACGAAATACCAAACACGGTTTTAGAGCTAGAAATAGCA
AGTTAAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGASTCGGTGCTTTITIG
TTTTAGAGCTAGAAATAGCAAGTTAAAATAAGGCTAGTCCGTTTTTAGCGCGTGCGCCAATT
CTGCAGACAAATGGCTCTAGAGGTACCCGTTACATAACTTACGGTAAATGGCC
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Figure s4
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PX459-s gRNA3 AGCCACCAGCATCTGTGTCACACAAATAGCAAGTTAAAATAAGGCTAGTCCGTTATCAA

CTTGAAAAAGTGGCACCGAGTCGGTGCTTTTTTGTTTTAGAGCTAGAAATAGCAAGTTAA

AATAAGGCTAGT CCGTTTTTAGCGCGTGCGCCAATTCTGCAGACAAATGGCT CTAGAGGT

ACCCGTTACATAACTTACGGTAAATGGCCCGT CTGGCTGACCGCCCAACTACCCCCGCCC
ATTGACGTCAATAGTAACGCCATTATGGACTTTCCATTGACGA CAATGGGTT.
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Table S1 sgRNA1, sgRNA2, sgRNA3, sgRNA4 sequences

	sgRNA
	Sequences/5’-3’
	Products size/bp

	sgRNA1-F
	TAATACGACTCACTATAGGGCATCAGGGTCGTCGCGCCC

GTTTTAGAGCTAGAAATAGCAAGTTAAAAT
	69

	sgRNA2-F
	TAATACGACTCACTATAGGATCTCCCAGCGACCAGCATC

GTTTTAGAGCTAGAAATAGCAAGTTAAAAT
	69

	sgRNA3-F
	TAATACGACTCACTATAGGAGCCAGAATGTGTCAGCGAT

GTTTTAGAGCTAGAAATAGCAAGTTAAAAT
	69

	sgRNA4-F
	TAATACGACTCACTATAGGCATACGAAATACCAAACACG

GTTTTAGAGCTAGAAATAGCAAGTTAAAAT
	69

	sgRNA-R
	AGCACCGACTCGGTGCCACTTTTTCAAGTTGATAACGGAC

TAGCCTTATTTTAACTTGCTATTTCTAGCTCTAAAAC
	77


Table S2 Primer sequence of dual target plasmid I1, I2, I3
	sgRNA
	Sequences/5’-3’
	Product sizes/bp

	I1-F
	GTGGAAAGGACGAAACACCctgtcttattatcttgacagGTTTTAGAGCTAGAAATA
	490

	I1-R
	CTATTTCTAGCTCTAAAACacaagtaaggtcacctcttcGGTGTTTCGTCCTTTCCAC
	

	I2-F
	GTGGAAAGGACGAAACACCgaaaaattgtcatcaatgatgGTTTTAGAGCTAGAAATA
	490

	I2--R
	CTATTTCTAGCTCTAAAACcgtgtttggtatttcgtatgcGGTGTTTCGTCCTTTCCAC
	

	I3-F
	GTGGAAAGGACGAAACACCgttgcgcataagagcagaagaGTTTTAGAGCTAGAAATA
	490

	I3-R
	CTATTTCTAGCTCTAAAACactcactatacattatggtacGGTGTTTCGTCCTTTCCAC
	


Table S3 The nucleotide sequence of PX459-sgRNA
	Designed PX459
	Sequences

	PX459-sgRNA1F

PX459-sgRNA1R

PX459-sgRNA2F

PX459-sgRNA2R

PX459-sgRNA3F

PX459-sgRNA3R

PX459-sgRNA4F

PX459-sgRNA4R

PX459-sgRNA5F

PX459-sgRNA5F
	CACCGCATCAGGGTCGTCGCGCCC

AAACGGGCGCGACGACCCTGATGC

CACCGCGACCCTGATGCTGGTCGCT

AAACAGCGACCAGCATCAGGGTCGC

CACCGATCTCCCAGCGACCAGCATC

AAACGATGCTGGTCGCTGGGAGAT C

CACCGAGCCAGAATGTGTCAGCGAT

AAACATCGCTGACACATTCTGGCTC

CACCGCATACGAAATACCAAACACG

AAACCGTGTTTGGTATTTCGTATGC


Table S4 The primer used in RT-PCR

	Gene
	Primer(5’ – 3’)

	IFNτ F
	GCCTTCGTGCTCTCTCTACT

	IFNτ R
	GAGAGTCTGTTCATTCGGGC

	WNT7A F
	AGGACAAGTACAACGAGGCG

	WNT7A R
	TCGATGTACACCAGCTCAGT

	ISG15 F
	GCCAAAAGGAGCGTGTACAA

	ISG15 R
	ATTCATGAACACGGTGCACC

	IFNAR1 F
	TGTGAATCAGCTCTACCCGC

	IFNAR1 R
	GTCAGCGGTTTCAAGTCAGG

	IFNAR2 F
	GGGTAAACACGACGGACATG

	IFNAR2 R
	TCTCAAACTCTGGTGGGTCC

	β-actin F
	CCCTGGAGAAGAGCTACGAG

	β-actin R
	TAGTTTCGTGAATGCCGCAG


Table S5  GAPDH, ISG15, Integrin αv, Integrin β3, WNT7A gene primers

	Gene name
	sequence/5’-3’
	Product size /bp

	GAPDH F
	GGCGTGAACCACGAGAAGTA
	141

	GAPDH R
	GGCGTGGACAGTGGTCATAA
	

	ISG15 F
	GCCTTCGTGCTCTCTCTACT
	140

	ISG15 R
	GAGAGTCTGTTCATTCGGGC
	

	IRF9 F
	CGCTGTGCTCTCAACAAAAG
	116

	IRF9 R
	TTTCTGGGTCCCTGATTGAG
	

	Integrin αv F
	GAGCTGAGAAACAACGGTCC
	126

	Integrin αv R
	GCAGTTCATTGGCCCATCAA
	

	Integrin β3 F
	GGCTACCGTCTGTGATGAGA
	128

	Integrin β3 R
	CATCATTGGGCTGGACGATG
	

	WNT7A F
	AGGACAAGTACAACGAGGCG
	130

	WNT7A R
	TCGATGTACACCAGCTCAGT
	


Table S6 The primary antibodies used in Western blot and Immunofluorescence

	Primary antibody
	The company and Product Code
	Concentration

	β-actin
	Bioss (bs-0061R).
	1:3000

	GAPDH
	Bioss (bs-0061R).
	1:3000

	WNT7A
	Abcam(Ab183653)
	1:3000

	IFNAR1
	Beijing Jiaxuan Biological Technology Co., Ltd.(Custom reagents)
	1:1000

	IFNAR2
	
	1:1000

	IFNτ
	
	1:1000

	Integrin αv
	
	1:3000

	Integrin β3
	
	1:3000


Table S7 Cleavage and blastocyst rates of embryos obtained from IVF, PA and SCNT
	Group
	Embryo
	Total number
	Cleavage number
	Cleavage rates(%)
	Blastocyst number
	Blastocyst rates(%)

	In vivo
	The blastocyst was purchased directly from the Beijing Dairy Center

	PA
	81
	247
	63
	77.35+1.51a
	26
	32.50+2.00a

	
	84
	
	65
	
	27
	

	
	82
	
	63
	
	26
	

	IVF
	86
	256
	66
	76.70+1.31a
	27
	31.67+2.13a

	
	85
	
	65
	
	27
	

	
	85
	
	64
	
	26
	

	SCNT
	31
	91
	9
	27.80+1.97b
	2
	6.71+1.90b

	
	30
	
	8
	
	3
	

	
	30
	
	8
	
	2
	


