	Group
	Sample
	C (ng/μL)
	A260/A280

	Developmental stages
	6 MAG root
	466.27
	2.035

	
	12 MAG root
	430.53
	2.024

	
	48 MAG root
	536.38
	2.037

	
	72 MAG root
	353.75
	2.041

	Tissues
	root
	667.92
	2.288

	
	stem
	444.61
	2.241

	
	leaf
	591.25
	2.251

	
	flower
	354.67
	2.221

	
	seed
	359.43
	2.237

	MeJA treatment
	MeJA 200
	371.78
	2.226

	
	MeJA 400
	317.21
	2.213

	
	MeJA 600
	378.04
	2.225

	
	MeJA 0h
	366.04
	2.216

	
	MeJA 3h
	327.81
	2.250

	
	MeJA 6h
	353.75
	2.248

	
	MeJA 24h
	312.93
	2.228

	
	MeJA 48h
	371.7
	2.213

	
	MeJA 72h
	867.4
	2.230

	CPPU treatment
	CPPU 0h
	366.04
	2.216

	
	CPPU 12h
	437.88
	2.235

	
	CPPU 48h
	393.88
	2.225

	
	CPPU 72h
	472.04
	2.234

	GA3 treatment
	GA3 0h
	366.04
	2.216

	
	GA3 12h
	511.72
	2.250

	
	GA3 48h
	416.64
	2.240

	
	GA3 72h
	354.48
	2.238

	PP333 treatment
	PP333 0h
	366.04
	2.216

	
	PP333 12h
	591.12
	2.242

	
	PP333 48h
	439.72
	2.239

	
	PP333 72h
	612.72
	2.286


Selection and validation of suitable reference genes for gene expression studies in Callerya speciosa (Champ. ex Benth.) Schot under different experimental conditions

Supplementary Table S1 Concentration of RNA samples and the A260 / A280 ratio


