Table S6 Annotation of noncoding RNAs (ncRNAs)
	Class
	Type
	Copy
	Average length(bp)
	Total length(bp)
	%of genome

	miRNA
	miRNA
	529
	120.4
	63689
	0.00666

	tRNA
	tRNA
	902
	75.2
	67828
	0.00709

	
	18S
	46
	437.61
	20130
	0.0021

	rRNA
	28S
	46
	126.33
	5811
	0.00061

	
	5.8S
	10
	148
	1480
	0.00015

	
	5S
	237
	109.05
	25845
	0.0027

	
	CD-box
	768
	104.63
	80353
	0.0084

	snRNA
	HACA-box
	75
	123.84
	9288
	0.00097

	
	splicing
	204
	139.73
	28505
	0.00298




