Table S10 Basic statistical results of gene structure prediction
	Gene set
	Number of proteins
	Average gene length(bp)
	Average cds length(bp)
	Average exons per gene
	Average exon length(bp)
	Average intron length(bp)

	Augustus
	49816
	4331.5
	1234.75
	4.07
	303.07
	1008.33

	GeneMark
	53439
	5510.44
	1034.83
	5.04
	205.29
	1108.55

	SNAP
	88237
	3906.84
	644.05
	3.93
	164.03
	1115.98

	CDNA
	20849
	6628.31
	1332.06
	6.18
	327.34
	891.15

	Casuarina_equisetifolia
	41477
	3881.4
	797.83
	3.53
	226.24
	1221.53

	Fagus_sylvatica
	51043
	3300.44
	691.82
	3.03
	228.08
	1284.02

	Quercus_robur
	46937
	2975.33
	688.74
	2.97
	231.79
	1160.85

	EVM
	55149
	3828.07
	1130.91
	3.95
	285.98
	913.89



