[bookmark: _Toc28432829][bookmark: _GoBack]Table 7. The 10 most significant differently expressed genes/transcripts according to HiSat2 mapping
	Gene Bank ID
	Expression
	Gene statistics
	Transcript stats

	
	A
	I
	C
	p
	q (FDR)
	p
	q (FDR)

	XP_009338507.1
	Low
	Low
	Mid
	1.53E-08
	0.0002
	1.28E-08
	0.0003

	XP_008352422.1
	Low
	High
	High
	3.84E-07
	0.0056
	2.38E-07
	0.0056

	XP_009355189.1
	Mid
	Low
	High
	4.37E-06
	0.0319
	5.11E-06
	0.0244

	XP_008385478.1
	High
	Low
	High
	6.76E-06
	0.0495
	9.01E-06
	0.0444

	XP_009359787.1
	Low
	Low
	High
	7.44E-06
	0.0362
	1.17E-05
	0.0294

	XP_008375951.1
	Mid
	Mid
	High
	9.16E-06
	0.0683
	0.000184
	0.1059

	KAB2620082.1
	Low
	Low
	High
	2.83E-05
	0.097
	0.001458
	0.1967

	XP_028948963.1
	Isoform switch
	0.002325
	0.192
	1.40E-05
	0.0475

	XP_008339965.2
	Isoform switch
	0.282714
	0.956
	2.42E-05
	0.0446

	PWZ54828.1
	Isoform switch
	0.864471
	0.931
	9.22E-07
	0.0079



