[bookmark: _Toc28432830][bookmark: _GoBack]Sup. Table 8. BLAST results of the 15 selected genes for qRT-PCR
	Genebank ID
	BLAST Result

	XP_009338507.1
	DEAD-box protein ATP-dependent RNA helicase 35-like 
(P. x breitschneideri)

	XP_008352422.1
	Predicted “MID1-Complementing Activity 1” 
(M. domestica, P. x breitschneideri)

	XP_009355189.1
	Predicted “2-pore potassium channel-1 like” 
(P. x breitschneideri)

	XP_008385478.1
	Aspartic proteinase-like protein 2
(M. domestica)

	XP_009359787.1
	Uncharacterized LOC103950320 ABC transporter-like 
(P. x. breitschneideri)

	XP_008375951.1
	Predicted “apoptosis inducing factor homolog B-like” 
(M. domestica)

	KAB2620082.1
	RNA-dependent RNA polymerase I  
(P. usurriensis x P. communis)

	XP_028948963.1
	Predicted “E3 ubiquitin-protein ligase RHA1B-like” 
(M. domestica)

	XP_008339965.2
	Uncharacterized protein LOC103402955 
(M. domestica)

	PWZ54828.1
	Ubiquitin conjugating enzyme E2
(Zea mays)

	XP_028953023.1
	Methionine aminopeptidase 2B-like 
(M. domestica)

	XP_008344383.2
	Plasmodesmata-located protein 8 
(M. domestica)

	XP_028943716
	 UDP-glycosyltransferase 92A1-like isoform X2
(M. domestica)

	XP_008351175.2
	probable protein phosphatase 2C 34 
(M. domestica)

	XP_028948163.1
	4-coumarate--CoA ligase-like 9 
(M. domestica) 



