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	Gene name
	Forward primer
	Reverse Primer
	PCR product
(bp)

	XP_028953023
	Methionine aminopeptidase 2B-like
(M. domestica)
	CGAAAATGGAAGAGGGTGAA
	GATGTGGCCAGCTTCAAAAT
	119

	XP_008344383
	Plasmodesmata-located protein 8
(M. domestica)
	GGAAGTGCGGTGAATCAAAT
	AAGCTTGCCCAAGAAGTCAA
	119

	XP_028943716
	UDP-glycosyltransferase 92A1-like
(M. domestica)
	AGCCATTGTGGATGGAACTC
	GCTACTTCCACGCAAACTCC
	134

	XP_008351175
	Probable protein phosphatase 2C 34
(M. domestica)
	CAGATGGGGTATGGGATGTC
	GCACATCCCACCAGTCTTTT
	100

	XP_028948163
	4-4-coumarate--CoA ligase-like 9 
(M. domestica)
	GGATGCTGCTGTGATTCCTT
	CCGGGCTTTCTAACCACATA
	75

	XP_008375951.1
	Predicted “apoptosis inducing factor homolog B-like” (M. domestica)
	TTGAGGACCATGGTTGAGCC
	CTGTCAGCACTTCCGTGTCT
	124

	XP_008385478.1
	Aspartic proteinase-like protein 2 
(M. domestica)
	AAGGCATGACACGAAGGGAG
	TTACACGTTGCCCTGTCGAT
	97

	XP_009355189.1
	Predicted “2-pore potassium channel-1 like” (P. x. breitschneideri)
	TGGAGACCTTGTGCCAAACA
	TGCTCAAGATCATCCCGACG
	92

	KAB2620082.1
	RNA-dependent RNA polymerase I 
(P. usurriensis x P. communis)
	GCATATACTCCAGAGCGCGA
	TTTGGCTGCAAGATCGCAAC
	127

	PWZ54828.1
	Ubiquitin conjugating enzyme E2 (Z. mays)
	TTCGAAAGCTCTCCATCGGG
	AGAAGCCGCACGGATGTTTA
	118

	XP_028948963.1
	Predicted “E3 ubiquitin-protein ligase RHA1B-like” (M. domestica)
	ACAATTCGTGAGCCGTCGTA
	GAAGTTCTCGGACCTGGTGG
	94

	XP_008352422.1
	Predicted “MID1-Complementing Activity 1” (M. domestica, P. x. breitschneideri)
	GCCATTACCTCTACGTATGGCT
	CCCCCAACCTCACAGTACAT
	101

	XP_008339965.2
	Uncharacterized protein LOC103402955 
(M. domestica)
	TGCTCGCATTGAACCGAAAA
	TTGCGAAAGACACTTGTGCG
	91

	XP_009359787.1
	Uncharacterized LOC103950320 ABC transporter-like 
(P. x. breitschneideri)
	GTGGTGACTGCTTGCCAATG
	GGGTGGTAGAACAGCGAGTT
	148

	XP_009338507.1
	“DEAD-box protein ATP-dependent RNA helicase 35-like”
 (P. x. breitschneideri)
	GCCAGCAGATCCTTCAACCT
	CGTTCGCAGCTGGAAATTGT
	77

	XP_008338169.1
	ubc12-like NEDD-conjugating enzyme 
(M.domestica)
	CCAGATTTCCGTTCCGAGCA
	GGCTATGGCTGGTGGGTATG
	111

	VVA10186.1
	Predicted 20 kDa Chaperonin (P. dulcis)
	ATCCATTTCGCAGGGAAGCA
	CTCCGAACCATCTTTGCCCT
	76

	XP_017186573.2
	50S ribosomal protein L28, chloroplastic-like 
(M. domestica)
	CGAAGATCAATCCCGGCCTT

	GCGTTTGTCGACCAAAGCAT

	81




