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[image: D:\桌面\plants文章\Figures and Tables\Figure S2.tif]Fig. S1 Genome walking clone CkYUC5 5' promoter sequence. a The first round amplification results of genome walking. M: marker. Line 1-4: Different LAD primer combinations. b The second round amplification results of genome walking. M: marker. Line 1-4: Different amplification templates and dilution multiples. c Sequence alignment results

[image: D:\桌面\plants文章\Figures and Tables\Figure S3.tif]Fig. S2 Cis-acting element prediction of CkYUC5 promoter sequence. The Cis-acting element predicted using the PlantCare website (http://bioinformatics.psb.ugent.be/webtools/plantcare/html/)
Fig. S3 Standard curve of IAA content by ELISA[image: ]
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