	N50 
	4931 

	N75 
	1908 

	N90 
	761 

	N95 
	552 

	bases 
	684256 

	reads 
	312 

	max 
	20792 

	mean 
	2193.13 

	median 
	914 

	min 
	302 

	mode 
	482 

	modeval 
	3 

	range 
	20491 


Table 2: The overall assembly statistics for the co-assembled genome

