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Prunus persica apoplastic proteome analysis reveals candidate proteins involved in the resistance and defense against Taphrina deformans
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A)
NtPRp27 from Solanum tuberosum (M1A703)

MANNIFFISSLFVLAIFTQKIDAVDYSVTNTAANTPGGARFDRDIGAQYSQQTLVAATSFIWNIFQQNSPADRKNVPKVSMFVDDMDGVAYASNNEIHVSARYIQGYSGDVRREITGVLYHEATHVWQWNGNGGAPGGLIEGIADYVRLKAGLGPSHWVKPGQGNRWDQGYDVTAQFLDYCNSLRNGFVAELNKKMRNGYSNQFFVDLLGKTVDQLWSDYKAKFGA

BSP (PR17) from Prunus persica (M5VL90, ppa018700m)

MAARFLSFFILASFLALASLHGGHAVEFVVENRAPNTPGGIRFTNELGLDYTQQTMGTATDFIWNLFAETTPADRRDVQRVSLFVEDIDGIAFSSNDEIHVGAKYIEGIQGDIKTDFNGVLYHEMTHSWQWNGQGQAPVGLIEGIADFVRLKADYVPNGWVKSGEGQRWDEGYSVTARFLDYCNDLQQGFVAELNKKMRDGYSDNFFQELLGKTVDQLWTDYKAKFAN


BSP (PR17) from P. persica (M5VK03, ppa015159m)

MAAARFLFSFMLASLLALASLHGAHAVHYAVVNRAPNTPGGMRFKNKLGVNYTQQKMGNATNFIWNLFNETTPADRKNVKNVSLFVDNIPGTAHVINNEIHVGAKYIESIPGDIKTEFSGVLYHEMTHIWQSHANHQAPNGLIEGIADFVRLKANYVPHSWAKPGEGLSWKQGSSVTARFLDYCNGLHQQQGFVAQLNKKMRDGYSDSFFHELLGKTVDQLWTDYKAKFAN


BSP (PR17) from P. persica (M5VHZ4, ppa021584m)

MAHIFLLSFLLTLATALHGTHAVDYVVTNKAGASPGGVRFNTDIGAKYSRQTLISATGFIWRVFQQNTAADRKSVQKVTLIIDNITGVAYASNNEIHVSAGYIAGYSGDVKREISGVLYHESTHVWQWNGNGQAPGGLIDGIADYVRLKAGFVPSHWVQPGQGNRWDQGYDVTARFLDYLNGRRSGFVAELNKKLRSGYSAKYFVDLLGKNVDQLWSDYKAKYAQN


BSP (PR17) from P. persica (A0A251MXF4, PRUPE_8G136100)
MAHPICFLSLLLILAAATLRGTHAVDYVVTNNAGTSPGGVRFNNDIGAEYSRQTLISAADFIWRVFQQNAAADRKSVDKVSLIVENMDGVAFARNNEIHVSAGYIAGYAGDVKKEITGVLYHESTHVWQWNGNDQAPGGLIEGIADYVRLKAGFAPGHWVQPGQGNKWDQGYDVTARFLDYLNGLRNGFVAELNKKLRSGYSPNYFVDLLGKNVDQLWTEYKAKYGN

NtPRp27 from Nicotiana tabacum (Q9XIY9,LOC107820113) 

MKKMTEAIFVFSQVKRAHHKIFFFYSLFVLAIFTQKIHAVDYSVTNTAANTAGGARFNRDIGAQYSQQTLAAATSFIWNTFQQNFPADRKNVQKVSMFVDDMDGVAYASNNEIHVSASYIQGYSGDVRREITGVLYHESTHVWQWNGNGGAPGGLIEGIADYVRLKAGFAPSHWVKPGQGDRWDQGYDVTARFLDYCNSLRNGFVAQLNKKMRTGYSNQFFIDLLGKTVDQLWSDYKAKFRA


B)
M1A703      VDYSVTNTAANTPGGARFDRDIGAQYSQQTLVAATSFIWNIFQQNSPADRKNVPKVSMFV	  60
Q9XIY9      VDYSVTNTAANTAGGARFNRDIGAQYSQQTLAAATSFIWNTFQQNFPADRKNVQKVSMFV  60
M5VHZ4      VDYVVTNKAGASPGGVRFNTDIGAKYSRQTLISATGFIWRVFQQNTAADRKSVQKVTLII	  60
A0A251MXF4  VDYVVTNNAGTSPGGVRFNNDIGAEYSRQTLISAADFIWRVFQQNAAADRKSVDKVSLIV	  60
M5VL90      VEFVVENRAPNTPGGIRFTNELGLDYTQQTMGTATDFIWNLFAETTPADRRDVQRVSLFV  60
M5VK03      VHYAVVNRAPNTPGGMRFKNKLGVNYTQQKMGNATNFIWNLFNETTPADRKNVKNVSLFV  60
            *.: * * *  : ** **  .:* .*::*.:  *:.***. * :.  ***:.* .*::::

M1A703      DDMDGVAYASNNEIHVSARYIQGYSGDVRREITGVLYHEATHVWQWNGNGGAPGGLIEGI	  120
Q9XIY9      DDMDGVAYASNNEIHVSASYIQGYSGDVRREITGVLYHESTHVWQWNGNGGAPGGLIEGI  120
M5VHZ4      DNITGVAYASNNEIHVSAGYIAGYSGDVKREISGVLYHESTHVWQWNGNGQAPGGLIDGI  120
A0A251MXF4  ENMDGVAFARNNEIHVSAGYIAGYAGDVKKEITGVLYHESTHVWQWNGNDQAPGGLIEGI	  120
M5VL90      EDIDGIAFSSNDEIHVGAKYIEGIQGDIKTDFNGVLYHEMTHSWQWNGQGQAPVGLIEGI	  120
M5VK03      DNIPGTAHVINNEIHVGAKYIESIPGDIKTEFSGVLYHEMTHIWQSHANHQAPNGLIEGI	  120
            ::: * *.  *:****.* ** .  **:: ::.****** ** ** :.:  ** ***:**

M1A703      ADYVRLKAGLGPSHWVKPGQGNRWDQGYDVTAQFLDYCNSL--RNGFVAELNKKMRNGYS  178
Q9XIY9      ADYVRLKAGFAPSHWVKPGQGDRWDQGYDVTARFLDYCNSL--RNGFVAQLNKKMRTGYS  178
M5VHZ4      ADYVRLKAGFVPSHWVQPGQGNRWDQGYDVTARFLDYLNGR--RSGFVAELNKKLRSGYS	  178
A0A251MXF4  ADYVRLKAGFAPGHWVQPGQGNKWDQGYDVTARFLDYLNGL--RNGFVAELNKKLRSGYS	  178
M5VL90      ADFVRLKADYVPNGWVKSGEGQRWDEGYSVTARFLDYCNDL--QQGFVAELNKKMRDGYS	  178
M5VK03      ADFVRLKANYVPHSWAKPGEGLSWKQGSSVTARFLDYCNGLHQQQGFVAQLNKKMRDGYS	  180
            **:*****.  *  *.: *:*  *.:* .***:**** *.   :.****:****:* ***

M1A703          NQFFVDLLGKTVDQLWSDYKAKFGA-	203
Q9XIY9          NQFFIDLLGKTVDQLWSDYKAKFRA-	203
M5VHZ4          AKYFVDLLGKNVDQLWSDYKAKYAQN	204
A0A251MXF4      PNYFVDLLGKNVDQLWTEYKAKYGN-	203
M5VL90          DNFFQELLGKTVDQLWTDYKAKFAN-	203
M5VK03          DSFFHELLGKTVDQLWTDYKAKFAN-	205
                 .:* :****.*****::****:   




C)
	
	M1A703
	Q9XIY9
	M5VHZ4
	A0A251MXF4
	M5VL90
	M5VK03

	M1A703
	100.00
	92.12  
	75.37   
	74.38   
	64.04   
	61.58   

	Q9XIY9
	92.12  
	100.00
	75.86  
	74.38   
	64.04   
	62.07   

	M5VHZ4
	75.37   
	75.86  
	100.00
	84.73  
	60.10   
	58.62

	A0A251MXF4
	74.38   
	74.38   
	84.73  
	100.00
	61.08  
	58.13   

	M5VL90
	64.04   
	64.04   
	60.10   
	61.08  
	100.00
	75.37

	M5VK03
	61.58   
	62.07   
	58.62
	58.13   
	75.37
	100.00



D)
	
	Full length peptide sequence
	Predicted mature protein

	Uniprot Acc N°
	Amino acids (n°)
	MM (kDa)
	pI
	Amino acids (n°)
	MM (kDa)
	pI

	M5VL90
	228
	25.67
	4.76
	203
	23.04
	4.55

	M5VK03
	231
	25.84
	9.23
	204
	23.14
	9.08

	M5VHZ4
	226
	24.95
	9.40
	204
	22.59
	9.40

	A0A251MXF4
	227
	22.52
	6.09
	203
	22.03
	6.59





