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Supplementary Figure S1. Effect of
proteasome inhibitor MG132 on FOXM1
and HSP70 expression in various HGSC
cell lines.

Western blot analysis of FOXM1, HSP70,
and ubiquitin expression when (A)
CAOV3, FUOV1, OVSAHO, COV31s,
OVCAR4, and OVCAR8 HGSC cell lines
were treated with the proteasome
inhibitor MG132 for 24 hours and (B)
COV318 and OVSAHO were treated with
varying concentrations of MG132 for 24
hours. Protein quantification is provided
below each protein band, and protein
expression has been normalized to the
corresponding DMSO control treatment.
Full image, original blots can be found in
Supplementary Figure S10. Ponceau S
stains show protein loading. Protein
expression levels were quantified using
Fiji software and graphed using GraphPad
Prism 7 software.
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