Table 1. Nucleotide sequences of primers used to amplify thirteen virulence factors, phylogenetic grouping and beta-lactamase gene 
	Genes
	Primer (5′-3′)
	size of amplicon
	Reference 

	ecpA
	TGAAAAAAAAGGTTCTGGCAATAGC
CGC TGA TGA GGA GAA AGT GAA
	483-bp
	5

	ecpRB
	GTGACATGGCAAAATGATTACAGC
TCA CGG GAA TGA ACT TAT CAC CC
	498-bp
	5

	papC
	GTG GCA GTA TGA GTA ATG ACC GTT A
ATA TCC TTT CTG CAG GGA TGC AAT A
	200-bp
	5

	sfaS
	GTGGATACGACGATTACTGTG
CCG CCA GCA TTC CCT GTA TTC
	240-bp
	5

	fmH
	TGCAGAACGGATAAGCCGTGG
GCA GTC ACC TGC CCT CCG GTA
	508-bp
	5

	sfa/focDE
	CTC CGG AGA ACT GGG TGC ATC TTA C
CGG AGG AGT AAT TAC AAA CCT GGC A
	410-bp
	5

	cnf1
	AAG ATG GAG TTT CCT ATG CAG GAG
CAT TCA GAG TCC TGC CCT CAT TAT T
	602-bp
	5

	hlyA
	AAC AAG GAT AAG CAC TGT TCT GGC T
ACC ATA TAA GCG GTC ATT CCC GTC A
	1177-bp
	5

	fyuA
	TGA TTA ACC CCG CGA CGG GAA
CGC AGT AGG CAC GAT GTT GTA
	880-bp
	5

	iutA
	GGC TGG ACA TCA TGG GAA CTG G
CGT CGG GAA CGG GTA GAA TCG
	300-bp
	5

	traT
	GGTGTGGTGCGATGAGCACAG
CAC GGT TCA GCG ATC CCT GAG
	290-bp
	5

	papGII
	GGGATGAGCGGGCCTTTGAT
CGGGCCCCCAAGTAACTCG
	190-bp
	26

	kpsMTII
	CCATCGATACGATCATTGCACG
ATTGCAAGGTAGTTCAGACTCA
	400-bp
	19

		 chuA
	GACGAACCAACGGTCAGGAT
TGCCGCCAGTACCAAAGACA
	279-bp
	19

	yjaA
	TGAAGTGTCAGGAGACGCTG
ATGGAGAATGCGTTCCTCAAC
	211-bp
	19

	tspE4C2
	GAGTAATGTCGGGGCATTCA
CGCGCCAACAAAGTATTACG
	152-bp
	19

	blaTEM
	GAGTATTCAACATTTCCGTGTC
TAATCAGTGAGGCACCTATCTC
	800-bp
	21

	blaSHV
	TCAGCGAAAAACACCTTG
TCCCGCAGATAAATCACC
	475-bp
	21

	blaCTX
	CGCTTTGCGATGTGCAG
ACCGCGATATCGTTGGT
	539-bp
	21









Table 2: Relation among multidrug resistance and phylogenetic group 
      
Phylogenetic group                                     Multidrug resistance            [positive isolates number (%)]
                                                                                   No-MDS (n=44)                                             MDS (n=61)
      A                                                      7(16)                                                 8(13.1)
      B1                                                      1(2.2)                                                    2(3.2)
      B2                                                      25(56.8)                                              40(65.5)
      D                                                       11(25)                                               11(18.2)















Table 3. Relation among phylogenetic group and virulence genes of E. coli isolates from pregnant women
	Presence of virulence factor (Number)                                                        Phylogenic groups. Number (%)
                                             A                       B1                       B2                                D               
                                       (n=15)                   (n=3)	     (n=65)                           (n=22)


fimH,                                13(86.6)                3(100)                      65(100)                        18(81.8)
papC                               14(93.3)                 3(100)                        60(92.3)                     16(72.7)
sfa/focDE                        0                           1(33.3)                         62(95.3)                      11(50)
sfaS                                 0                              0                                0                                  3(13.6)                 
kpsMTII                         15(100)                  3(100)                       65(100)                          22(100)
ecp                                 8(53.3)                      0                              47(72.3)                          6(27.2)             
hlyA                               0                                0                              13(20)                                  0                                                                      
cnf-1                              0                                0                             9(13.8)                                  0
papGII                           0                                0                             15(23)                                       0
iutA                             12(80)                        1(33.3)                     57(87.6)                           18(81.8)         
 tratT                          10(66.6)                       3(100)                     46(70.7)                           17(77.2)
fyuA                            9(60)                          2(66.6)                      50(76.9)                            19(86.3)
























                   Table 4. Percentages of antibiotic resistant UPEC isolates. n (%).

	Antibiotic 

	Total no.

	
ESBL- positive  No. (%)


	
	Resistant
No. (%)

	Susceptible
No. (%)
	

	Ampicillin  
	79 (75.2)
	(26)24.7
	43(100)

	Amoxicillin/ clavulanic acid
	48(45.7)
	57(54.2)
	0

	Nalidixic acid
	86(82)
	19(18)
	18(41.8)

	Trimethoprim/sulfamethoxazole
	80(76.1)
	25(23.8)
	7(16)

	Piperacillin 
	64(61)
	41(39)
	22(51)

	Piperacillin/tazobactam
	80(76.1)
	25(23.5)
	28(65)

	Cefotaxime   
	63(60)
	42(40)
	25(58)

	Ciproﬂoxacin
	54(51.3)
	51(48.7)
	41.4

	Ceftriaxone
	47(44.7)
	58(55.3)
	43(100)

	Cefazidime
	45(42.6)
	60(57.1)
	40(93)

	Gentamicin
	15(14.2)
	90(85.8)
	0

	Imipenem
	3(2.8)
	102(97.2)
	0

	Aztreonam
	12(11.4)
	93(88.6)
	0

	Nitrofurantoin
	12(11.4)
	93(88.2)
	0




















