Table S1. Data collection and refinement statistics
	 
	FGFR1/Pemigatinib

	Data collection
	

	[bookmark: _Hlk79399469]Wavelength (Å)
	1.5870

	Resolution range
	39.87 – 2.495 (2.584 – 2.495)

	Space group
	C 1 21 1

	Unit cell
	210.83, 49.59, 66.80, 90.00, 107.50, 90.00

	Unique reflections
	21761 (1416)

	Multiplicity
	4.5 (3.0)

	Completeness (%)
	93.45 (61.78)

	Mean I/sigma(I)
	15.13 (3.05)

	Wilson B-factor
	39.35

	R-merge/R-meas
	0.06982/ 0.07907

	CC1/2
	1.00 (0.92)

	Refinement
	

	R-work
	0.19 (0.24)

	R-free
	0.23 (0.31)

	Number of non-hydrogen atoms
	4795

	macromolecules
	4605

	ligands
	100

	Protein residues
	593

	RMS (bonds)
	0.004

	RMS (angles)
	0.78

	Ramachandran favored (%)
	98.00

	Ramachandran outliers (%)
	0

	Clashscore
	2.61

	Average B-factor
	44.50

	macromolecules
	44.50



