Supplement 1. Basic characteristics of eligible 71 cross-sectional studies
	Number 
	Author/year
	Age (y)
	Total number
	positive number
	Place
	Test method

	1[17]
	Zhao R2009
	25-54
	5,552
	371
	Beijing
	Reverse dot hybridization PCR

	2[18]
	Zhao YQ2015
	17-59
	4,214
	506
	Shanxi ,Beijing Shanghai, Xinjiang 
	Linear Array PCR +HC2

	3[19]
	LiPJ2014
	18-68
	78,355
	5,681
	Gang dong
	High-throughput sequencing

	4[20]
	Chen Q 2012
	46.95±6.78
	48,545
	3,830
	Gang dong
	RT-PCR

	5[21]
	Wu RF2007
	15-59
	1,027
	170
	Gang dong
	PCR reverse dot hybridization

	6[22]
	Zhang YR 2016
	30-59
	2,717
	432
	Gang dong
	PCR reverse dot hybridization

	7[23]
	Li RD 2015
	30-38
	5,380
	437
	Gang dong
	In situ hybridization

	8[24]
	Li ZM 2012
	35-59
	13,750
	989
	Gang dong
	Diversion hybridization and gene chip

	9[25]
	WangMZ2012
	23-60
	2,040
	184
	Gang dong
	High-throughput sequencing

	10[26]
	Wei FX 2016
	18-55
	2,344
	457
	Guangxi
	PCR

	11[27]
	Zhang L2012
	20-65
	1,032
	——
	Hubei
	PCR

	12[28]
	Zhao FH2014
	18-25
	6,035
	1,119
	Jiangsu
	SPF10 PCR-DEIA-LiPA2525

	13[29]
	YangYP 2016
	30-65
	235,726
	29,373
	Jiangsu
	High-throughput sequencing

	14[30]
	Xu XL2013
	35-59
	2,182
	——
	Jiangxi
	Flow hybridization and gene chip

	15[31]
	Dai M 2006
	15-59
	662
	98
	Shanxi
	PCR reverse dot hybridization

	16[32]
	Yu XW 2013
	20-60
	373
	47
	Shanxi
	PCR

	17[33]
	Zhang R 2013
	17-89
	10,000
	1,257
	Shanghai
	PCR reverse dot hybridization

	18[34]
	LiY 2016
	40-64
	2,921
	363
	Shanghai
	Flow hybridization and gene chip

	19[35]
	Li LK 2006
	 15–59 
	685
	115
	Liaoning
	PCR reverse dot hybridization

	20[36]
	Chen XJ 2015
	24-65
	1,978
	291
	Tianjin
	PCR+Pyrosequencing

	21[37]
	Jin Q2010
	19-65
	3,036
	279
	Xizang
	Flow hybridization and gene chip

	22[38]
	Sun LL2012
	18-65
	5,936
	494
	Yunnan
	PCR

	23[39]
	Baloch Z2016
	24-68
	17,898
	2,506
	Yunnan
	PCR

	24[40]
	Hong H2015
	22-64
	1,373
	185
	Zhejiang
	PCR amplified hybridization and gene chip

	25[41]
	YeJ2010
	20-79
	4,987
	665
	Zhejiang
	Flow hybridization and gene chip

	26[42]
	Hong SQ 2010
	20-60 
	4,446
	462
	Zhejiang
	High-throughput sequencing

	27[43]
	Hu XH 2010
	20-59
	1,024
	127
	Zhejiang
	Flow hybridization and gene chip

	28[44]
	ChenJC2012
	26-59
	3,399
	315
	Gang dong
	Flow hybridization and gene chip

	29[45]
	TangYH2015
	20-68
	3,852
	165
	Gang dong
	High-throughput sequencing

	30[46]
	Liu MF 2015
	25-65
	874
	192
	Henan
	PCR

	31[47]
	Wang CL 2012
	22-60
	978
	111
	Beijing
	Flow hybridization and gene chip

	32[48]
	JiangY2010
	20-69
	4,911
	660
	Fujian
	Flow hybridization and gene chip

	33[49]
	GuanT2016
	20-70
	5,882
	765
	Gang dong
	Flow hybridization and gene chip

	34[50]
	Zheng HS2011
	22-59
	2,663
	244
	Gang dong
	High-throughput sequencing

	35[51]
	Zhu DL2016
	20-70
	7,588
	938
	Gang dong
	PCR amplified hybridization and gene chip

	36[52]
	HeJL2016
	19-86
	40,37
	894
	Hainan
	Flow hybridization and gene chip

	37[53]
	YangL2013
	24-77
	1,759
	152
	[bookmark: OLE_LINK5][bookmark: OLE_LINK6]Heilongjiang
	High-throughput sequencing

	38[54]
	Zhao Q 2016
	18-70
	9,487
	1576
	Hunan
	PCR amplified hybridization and gene chip

	39[55]
	Li XL2015
	23-78
	1,008
	313
	Hubei
	PCR

	40[56]
	Xue H2015
	20-83
	6,479
	666
	Liaoning
	PCR amplified hybridization

	[bookmark: _Hlk534993764]41[57]
	Zhu XX2013
	25-58
	5,334
	953
	Shandong
	PCR

	42[58]
	Hui LY2012
	25-65
	1,650
	145
	Shanxi
	PCR

	43[59]
	LiuYP2015
	21-77
	1,482
	197
	[bookmark: OLE_LINK1][bookmark: OLE_LINK2]Sichuan
	Flow hybridization and gene chip

	44[60]
	HuHY2014
	27-79
	1,140
	292
	Zhejiang
	PCR

	45[61]
	HuHX2013
	25-59
	21,977
	——
	Zhejiang
	Flow hybridization and gene chip

	46[62]
	QiuYC2013
	13-74
	5,521
	754
	Zhejiang
	PCR amplified hybridization and gene chip

	47[63]
	Zhong R 2015
	21-85
	2,240
	311
	Zhejiang
	[bookmark: OLE_LINK43][bookmark: OLE_LINK44][bookmark: OLE_LINK45]PCR

	48[64]
	ZhouP2015
	19-85 
	6,845
	1,172
	Zhejiang
	Flow hybridization and gene chip

	49[65]
	LiYM2013
	21-60
	963
	207
	Shandong
	PCR amplified hybridization and gene chip

	50[66]
	Mijit F2015
	20-69
	900
	117
	Xinjiang
	PCR amplified hybridization

	51[67]
	WeiJ2012
	23-56
	2,682
	278
	Jiangsu
	PCR amplified hybridization and gene chip

	52[68]
	LiangDM2017
	21-60
	6,258
	——
	Gangdong
	[bookmark: OLE_LINK9][bookmark: OLE_LINK10][bookmark: OLE_LINK11]PCR

	53[69]
	Wu B 2017
	35-64
	10,304
	706
	Hubei
	PCR

	[bookmark: OLE_LINK3][bookmark: OLE_LINK4][bookmark: OLE_LINK7]54[70]
	Huang Y2018
	17-78
	910
	160
	SiChuan
	PCR

	[bookmark: OLE_LINK8][bookmark: OLE_LINK12][bookmark: _Hlk534965339][bookmark: OLE_LINK13][bookmark: OLE_LINK14][bookmark: OLE_LINK28][bookmark: OLE_LINK29]55[71]
	RenZ2018
	22-82
	2,070
	355
	Sichuan
	PCR

	56[72]
	Zhang XH 2017
	——
	38,408
	7,723
	Shanxi
	PCR

	[bookmark: _Hlk534664001]57[73]
	Zhao Q2017
	20-89
	3,206
	669
	Shanghai
	PCR

	58[74]
	ChenJ 2018
	18-65
	4,582
	696
	Zhejiang
	PCR

	59[75]
	Zhao HY 2017
	19-69
	746
	197
	Hubei
	PCR

	[bookmark: _Hlk534664022]60[76]
	Wang Y 2018
	21-70
	580
	——
	Gangdong
	PCR

	61[77]
	WangYY2018
	20-64
	2,694
	480
	Gangdong
	PCR

	62[78]
	Di JL 2017
	35-64
	118,237
	——
	multicenter
	PCR

	63[79]
	Yang L 2017
	20-85
	8,944
	1,291
	Sichuan
	PCR

	64[80]
	Fan PC 2018
	19-89
	3,552
	711
	Liaoning
	PCR

	[bookmark: _Hlk534664117]65[81]
	Liu ZH 2018
	30-59
	2,717
	432
	Gangdong
	PCR

	66[82]
	Jiang MY 2018
	30-65
	2,883
	544
	 Inner Mongolia
	PCR

	67[83]
	Zhong TY 2017
	16-77
	71,435
	16,065
	Jiangxi
	PCR

	68[84]
	Zhou X H 2017
	20-80
	2,452
	463
	Shanghai
	PCR

	69[85]
	Wang XH 2017
	17-68
	5,655
	820
	 Inner Mongolia
	PCR

	70[86]
	Zhao XL2017
	35-45
	1,274
	194
	Shanxi
	PCR

	71[87]
	Ni Li2017
	18-80
	1,759
	152
	Heilongjiang
	PCR


“——”no  original data

Supplement 2. Type-specific HPV prevalence and HPV prevalence in healthy women with population-based in mainland
	HPV type
	Number 

	Total
number
	positive number
	Crude HPV
Prevalence (95% CI)
	Adjusted HPV
prevalence (95% CI) 
	
	heterogeneity
	Egger's test

	
	
	
	
	
	
	Model
	 I2
	P value
	t value
	P value

	HPV prevalence
	67
	706,269
	93,513
	14.7 (12.5,16.8)
	14.3 (13.1,15.5)
	Random 
	99.5
	0.0           
	12.8
	0.0

	[bookmark: _Hlk534551289]Hr HPV
	48
	705,102
	44,305
	11.7(10.2,13.1)
	[bookmark: OLE_LINK15][bookmark: OLE_LINK16]11.3 (10.5,12.2)
	Random 
	98.9
	0.0
	12.0
	0.0

	Lr HPV
	37
	137,134
	3,235
	3.0(2.0,4.0)
	[bookmark: OLE_LINK21][bookmark: OLE_LINK22][bookmark: OLE_LINK23]2.7(2.3,3.2)
	Random
	98.4
	0.0
	1.3
	0.2

	Hr in 9vHPV types 
	71
	843,641
	71,054
	10.0(8.5,11.4)
	[bookmark: OLE_LINK83][bookmark: OLE_LINK84][bookmark: OLE_LINK85]9.6 (8.9,10.3)
	Random
	99.3
	0.0
	15.8
	0.0

	[bookmark: _Hlk534555802]HPV6/11
	61
	632,282
	5,543
	0.6 (0.5,0.7)
	0.8 (0.6,0.9)
	Random
	97.3
	[bookmark: _GoBack]0.0
	6.3
	0.0

	9vHPV types
	71
	843,641
	76,617
	10.5 (9.1,11.8)
	[bookmark: OLE_LINK90][bookmark: OLE_LINK91]10.3 (9.5,11.1)
	Random
	99.4
	0.0
	15.2
	0.0

	[bookmark: _Hlk534558250]HPV16
	71
	856,535
	18,606
	2.7 (2.2,3.3)
	[bookmark: OLE_LINK30][bookmark: OLE_LINK31]2.6 (2.4,2.9)
	Random
	97.9
	0.0
	10.6
	0.0

	HPV52
	70
	831,630
	18,816
	2.6(2.1,3.1)
	[bookmark: OLE_LINK38][bookmark: OLE_LINK39]2.4 (2.1,2.7)
	Random
	97.2
	0.0
	9.5
	0.0

	[bookmark: _Hlk534557891]HPV58
	72
	838,261
	13,106
	1.7 (1.4,2.0)
	[bookmark: OLE_LINK48][bookmark: OLE_LINK49]1.7 (1.6,1.9)
	Random
	97.5
	0.0
	12.3
	0.0

	HPV18
	70
	841,146
	7,198
	0.9 (0.8,1.1)
	[bookmark: OLE_LINK50][bookmark: OLE_LINK51]0.9 (0.8,1.0)
	Random
	94.2
	0.0
	11.3
	0.0

	HPV33
	71
	839,623
	6,036
	0.9 (0.7,1.0)
	0.8 (0.7,0.8)
	Random
	93.5
	0.0
	13.8
	0.0

	[bookmark: _Hlk534560138]HPV51
	64
	822,978
	5,367
	0.7 (0.5,1.0)
	[bookmark: OLE_LINK52][bookmark: OLE_LINK53]0.7 (0.6,0.8)
	Random
	97.2
	0.0
	7.5
	0.0

	HPV68
	65
	823,940
	5,680
	0.7 (0.6,0.9)
	[bookmark: OLE_LINK56][bookmark: OLE_LINK57]0.7 (0.6,0.8)
	Random
	97.8
	0.0
	9.9
	0.0

	HPV39
	69
	833,116
	5,594
	0.7 (0.5,0.9)
	0.7 (0.6,0.8)
	Random
	94.7
	0.0
	9.6
	0.0

	HPV56
	65
	825,394
	4,061
	0.6 (0.5,0.8)
	[bookmark: OLE_LINK58][bookmark: OLE_LINK59]0.6 (0.5,0.6)
	Random
	95.0
	0.0
	6.7
	0.0

	HPV31
	71
	837,361
	4,994
	0.7 (0.6,0.9)
	[bookmark: OLE_LINK60][bookmark: OLE_LINK61]0.6 (0.5,0.7)
	Random
	94.2
	0.0
	12.9
	0.0

	HPV66
	71
	684,809
	3,279
	0.6 (0.4,0.8)
	0.5 (0.4,0.6)
	Random
	92.9
	0.0
	9.4
	0.0

	HPV59
	65
	806,777
	2,671
	0.49 (0.38,0.61)
	[bookmark: OLE_LINK66]0.36 (0.31,0.40)
	Random
	89.9
	0.0
	8.0
	0.0

	HPV6
	58
	616,339
	3,314
	0.26 (0.13,0.39)
	[bookmark: OLE_LINK67][bookmark: OLE_LINK68]0.43 (0.35,0.50)
	Random
	95.9
	0.0
	4.5
	0.0

	HPV42
	45
	202,249
	575
	0.42 (0.23,0.61)
	[bookmark: OLE_LINK69][bookmark: OLE_LINK70]0.27(0.22,0.32)
	Random
	89.4
	0.0
	1.2
	0.2

	HPV11
	56
	619,853
	2,249
	0.32 (0.25,0.40)
	0.34 (0.28,0.40)
	Random
	92.7
	0.0
	5.2
	0.0

	HPV35
	64
	830,643
	2,636
	0.29 (0.18,0.39)
	[bookmark: OLE_LINK73][bookmark: OLE_LINK74]0.26 (0.22,0.31)
	Random
	92.9
	0.0
	8.2
	0.0

	HPV45
	67
	827,797
	2,244
	0.24 (0.17,0.32)
	[bookmark: OLE_LINK75][bookmark: OLE_LINK76][bookmark: OLE_LINK77][bookmark: OLE_LINK92]0.24(0.20,0.28)
	Random
	92.5
	0.0
	7.9
	0.0


CI=confidence interval; Hr HPV: high-risk human papillomavirus; Lr HPV : low-risk human papillomavirus ; Hr in 9vHPV types : high-risk human papillomavirus in nine oncogenic types (including 16,18,31,33,45,52,58); 9-Valent HPV: nine valent human papillomavirus in nine oncogenic types ( including 16,18,31,33,45,52,58,6,11).


Supplement 3 the heterogeneity and publication basis of type-specific HPV prevalence and overall HPV prevalence in
Healthy women from mainland, stratified by geographical region 
	[bookmark: OLE_LINK97][bookmark: OLE_LINK98]Factor
	North China 
	Southwest 
	Northeast 
	Northwest 
	East China 
	South China 
	Central China

	
	studies
	I2 value
	studies
	I2 value
	studies
	I2value
	studies
	I2value
	studies
	I2value
	studies
	I2value
	studies
	I2value

	HPV ration 
	8
	97.8
	6
	97.8
	4
	98.2
	4
	99.0
	20
	99.5
	15
	99.1
	4
	97.1

	HR HPV
	5
	97.9
	3
	98.5
	4
	96.4
	2
	0.0
	13
	92.8
	10
	98.9
	4
	95.3

	LR HPV
	5
	95.7
	2
	0.0
	4
	95.1
	1
	0.00
	10
	98.2
	6
	98.6
	3
	92.4

	[bookmark: _Hlk534579676]Hr in 9vHPV 
	8
	97.0
	6
	97.1
	4
	97.4
	5
	94.5
	26
	97.6
	17
	98.3
	7
	91.7

	HPV6/11
	7
	82.7
	5
	41.7
	4
	52.9
	3
	94.8
	20
	97.8
	14
	97.3
	2
	0.0

	9vHPV types
	8
	97.3
	6
	96.9
	4
	97.5
	5
	95.4
	26
	96.2
	17
	98.6
	5
	92.4

	HPV16
	8
	91.4
	6
	96.3
	4  
	94.7
	4
	88.6
	22
	92.3
	17
	93.2
	5
	94.1

	[bookmark: _Hlk534559555]HPV58
	8
	85.9
	6   
	84.2
	4
	86.5
	4
	95.9
	22
	82.4
	16
	91.4
	5
	70.9

	HPV33
	7
	32.3
	6   
	84.1
	4
	66.1
	4
	58.7
	22
	81.4
	16
	83.7
	5
	46.5

	HPV18
	8
	79.6
	6
	91.6
	4
	20.6
	3
	96.6
	22
	87.7
	16
	90.1
	4
	89.1

	HPV56
	8
	62.0
	6  
	93.4
	4
	81.7
	2
	0.0
	21
	88.2
	14
	92.3
	4
	86.7

	[bookmark: _Hlk534571180]HPV35
	5
	81.1
	6   
	74.1
	2
	0.0
	3
	89.7
	21
	95.2
	16
	83.9
	4
	79.0

	HPV66
	7
	7.4
	6   
	52.6
	4
	87.0
	2
	0.0
	20
	79.6
	15
	94.8
	3
	82.9

	HPV31
	8
	72.3
	6   
	85.6
	4
	79.7
	3
	20.3
	22
	94.3
	16
	76.0
	5
	72.9

	HPV68
	8
	54.8
	6
	88.7
	4
	73.4
	1
	0.0
	21
	95.5
	14
	94.6
	4
	81.6

	HPV59
	6
	76.2
	5   
	84.9
	4
	49.4
	3
	88.0
	19
	95.9
	14
	96.7
	1
	0.0

	HPV51
	7
	91.3
	5   
	91.3
	4
	91.1
	2
	0.0
	20
	98.4
	16
	96.2
	3
	95.0

	[bookmark: _Hlk534571160]HPV39
	8
	87.6
	6   
	71.3
	4
	86.8
	3
	69.3
	22
	96.5
	15
	91.7
	4
	71.3

	HPV42
	7
	60.2
	4   
	87.1
	2
	0.0
	2
	0.0
	17
	87.5
	6
	91.2
	2
	0.0

	HPV45
	8
	0.0
	6   
	80.0
	4
	4.3
	1
	0.0
	21
	93.1
	15
	96.1
	4
	32.8

	HPV52
	8
	95.9
	6
	97.4
	4
	63.2
	3
	0.39
	22
	96.6
	15
	97.2
	5
	93.9
	
	

	HPV6
	6
	76.2
	5   
	84.9
	4
	84.9
	3
	88.0
	19
	95.9
	14
	96.7
	1
	0.0
	
	

	HPV11
	6
	67.4
	5   
	75.4
	4
	82.0
	2
	0.0
	20
	96.4
	12
	88.0
	1
	0.0
	
	





Supplement 4.  HPV prevalence in healthy women from mainland, stratified by ages
	Age (y)
	HPV (95%CI)
	Hr HPV (95%CI)
	Lr HPV (95%CI)
	HPV
	HPV Egger's 
	Hr HPV
	hrHPV Egger's 
	Lr HPV
	Lr HPV Egger's 

	
	
	
	
	studies
	I2 
	t 
	P value
	studies
	I2 
	t value
	P value
	studies
	I2 
	t value
	P value

	≤25y
	17.35 (10.18,24.52)
	12.37 (9.08,15.66)
	1.83 (1.39,2.27)
	15
	98.2
	6.5
	0.0
	10  
	82.0
	4.3
	0.0
	7
	48.2
	4.3
	0.0

	25-30 y
	10.17 (8.33,12.00)
	9.04 (7.03,11.05)
	1.42 (0.77,2.07)
	18
	86.4
	
	
	12
	86.6
	
	
	9
	67.1
	
	

	30-35 y
	12.09 (10.11,14.09)
	11.37 (8.99,13.74)
	1.83 (1.14,2.53)
	20
	94.9
	
	
	12
	91.9
	
	
	9
	64.4
	
	

	36-40 y
	13.54 (11.37,15.71)
	10.64 (8.85,12.43)
	2.89 (1.63,4.16)
	22
	97.8
	
	
	13
	86.7
	
	
	9
	86.1
	
	

	41-45 y
	14.25 (12.12,16.37)
	12.24 (10.04,14.44)
	2.25 (1.18,3.31)
	22
	97.8
	
	
	13
	90.6
	
	
	9
	83.5
	
	

	46-50 y
	12.98 (10.93,15.03)
	10.97 (9.10,12.83)
	1.73 (0.93,2.53)
	21
	97.1
	
	
	13
	83.0
	
	
	9
	66.5
	
	

	51-55 y
	11.39 (9.83,12.95)
	10.15 (8.81,11.48)
	1.99 (0.94,3.05)
	20
	90.1
	
	
	13
	47.2
	
	
	9
	74.2
	
	

	55-60 y
	11.39 (8.98,13.81)
	8.31 (6.30,10.32)
	3.54 (2.10,4.98)
	9
	89.9
	
	
	5
	51.5
	
	
	2
	0.0
	
	

	≥61 y
	9.51 (3.78,15.23)
	9.15 (6.40,11.90)
	2.56 (0.53,7.31)
	7
	95.2
	
	
	2
	0.0
	
	
	1
	0.0
	
	


CI=confidence interval; Hr HPV: high-risk human papilloma virus; Lr HPV: low-risk human papilloma virus;


Supplement7 The heterogeneity and publication basis of Type-specific HPV prevalence and overall prevalence HPV of tissue-based detection in healthy women from mainland, stratified by cervical disease grade
	
	NILM
	CIN1
	CIN2
	≥CIN3
	Egger's test

	
	studies
	I2 value
	studies
	I2 value
	studies
	I2value
	studies
	I2value
	t value
	P value 

	HPV ration 
	9
	97.2 
	8
	83.1 
	5
	51.6 
	7
	92.7 
	5.7 
	0.0 

	[bookmark: _Hlk535151334]HR 9valent
	8
	98.4 
	4
	83.0 
	4
	69.3 
	4
	93.2 
	1.8 
	0.1 

	LR9valent
	6
	82.7 
	1
	0.0 
	2
	0.0 
	2
	0.0 
	2.0 
	0.0 

	Alltype9valent
	8
	98.4 
	4
	83.0 
	4
	66.1 
	2
	0.0 
	1.7 
	0.1 

	HPV16
	8
	91.0 
	7
	93.4 
	7
	97.2 
	5
	93.0 
	1.8 
	0.1 

	HPV58
	7
	91.9 
	7
	62.5 
	5
	80.8 
	5
	53.3 
	1.4 
	0.2 

	HPV33
	7
	79.3 
	5
	99.7 
	5
	66.7 
	2
	0.0 
	2.5 
	0.0 

	HPV18
	7
	83.3 
	6
	50.9 
	4
	83.0 
	5
	50.3 
	0.8 
	0.4 

	HPV56
	7
	81.4 
	4
	79.2 
	4
	0.0 
	2
	0.0 
	0.8 
	0.4 

	HPV35
	5
	86.8 
	4
	87.2 
	2
	0.0 
	1
	0.0 
	1.2 
	0.2 

	HPV66
	6
	86.6 
	3
	79.5 
	3
	0.0 
	1
	0.0 
	0.1 
	0.9 

	HPV31
	7
	83.3 
	5
	86.0 
	5
	88.0 
	4
	73.6 
	0.4 
	0.7 

	HPV68
	6
	61.6 
	5
	6.2 
	4
	0.0 
	2
	0.0 
	1.6 
	0.1 

	HPV59
	6
	73.7 
	5
	41.6 
	4
	0.0 
	2
	0.0 
	1.1 
	0.3 

	HPV51
	7
	90.8 
	4
	0.2 
	4
	50.3 
	5
	76.3 
	1.1 
	0.3 

	HPV39
	7
	94.2 
	5
	51.8 
	4
	0.0 
	3
	0.4 
	0.7 
	0.5 

	HPV45
	7
	82.9 
	3
	0.0 
	1
	0.0 
	1
	0.0 
	0.5 
	0.6 

	HPV52
	7
	98.9 
	6
	88.5 
	4
	87.6 
	4
	70.8 
	2.2 
	0.0 

	HPV6
	5
	76.7 
	1
	0.0 
	1
	0.0 
	2
	0.0 
	0.5 
	0.6 

	HPV11
	5
	74.1 
	0
	0.0 
	1
	0.0 
	2
	0.0 
	0.2 
	0.8 




Table8 The heterogeneity and publication basis of type-specific HPV prevalence and overall HPV prevalence of tissue-based detection in healthy women from mainland, stratified by cervical disease grade
	Factor
	NILM
	ASCUS
	LSIL
	≥HSIL
	Egger's test

	
	studies
	I2 value
	studies
	I2 value
	studies
	I2value
	studies
	I2value
	t value
	P value 

	HPV ration 
	7
	98.6 
	8
	99.0 
	6
	79.3 
	6
	94.5 
	0.0 
	1.0 

	HR HPV
	3
	98.5 
	3
	93.8 
	3
	76.0 
	2
	0.0 
	1.3 
	0.2 

	LR HPV
	3
	94.0 
	3
	0.0 
	2
	0.0 
	2
	0.0 
	0.6 
	0.6 

	HR 9valent
	7
	99.8 
	4
	99.3 
	4
	90.4 
	4
	93.0 
	1.2 
	0.2 

	LR9valent
	6
	97.9 
	1
	0.0 
	2
	0.0 
	2
	0.0 
	0.8 
	0.4 

	Alltype9valent
	7
	99.9 
	4
	99.6 
	4
	94.0 
	3
	94.4 
	0.9 
	0.5 

	HPV16
	6
	98.2 
	3
	93.4 
	4
	72.6 
	6
	82.7 
	0.3 
	0.8 

	HPV58
	7
	96.4 
	4
	91.7 
	4
	85.1 
	5
	70.3 
	0.0 
	1.0 

	HPV33
	7
	89.2 
	4
	0.0 
	3
	73.6 
	4
	0.0 
	0.7 
	0.5 

	HPV18
	7
	96.6 
	4
	90.3 
	4
	9.7 
	5
	70.9 
	0.0 
	1.0 

	HPV56
	7
	90.7 
	4
	35.3 
	3
	77.5 
	5
	58.5 
	0.7 
	0.5 

	HPV35
	5
	88.5 
	3
	57.9 
	2
	0.0 
	3
	0.0 
	0.4 
	0.8 

	HPV66
	6
	96.7 
	2
	0.0 
	2
	0.0 
	1
	0.0 
	0.5 
	0.7 

	HPV31
	7
	91.0 
	4
	72.8 
	3
	25.2 
	5
	66.4 
	1.1 
	0.3 

	HPV68
	7
	91.2 
	4
	0.0 
	4
	58.5 
	6
	31.6 
	1.1 
	0.3 

	HPV59
	6
	87.1 
	4
	66.6 
	2
	0.0 
	5
	84.7 
	0.7 
	0.5 

	HPV51
	7
	96.5 
	3
	85.4 
	3
	37.8 
	4
	0.0 
	0.2 
	0.9 

	HPV39
	7
	95.5 
	4
	86.3 
	4
	26.2 
	3
	0.3 
	0.1 
	0.9 

	HPV42
	3
	84.1 
	1
	0.0 
	-
	-
	-
	-
	0.6 
	0.5 

	HPV45
	6
	96.1 
	4
	89.6 
	2
	0.0 
	4
	0.0 
	0.7 
	0.5 

	HPV52
	7
	98.5 
	4
	93.3 
	4
	86.9 
	6
	67.5 
	0.0 
	1.0 

	HPV6
	6
	96.9 
	1
	0.0 
	1
	0.0 
	1
	0.0 
	0.4 
	0.7 

	HPV11
	6
	93.7 
	1
	0.0 
	2
	0.0 
	1
	0.0 
	0.3 
	0.8 





Table9  The heterogeneity and publication basis of Subgroup analysis of the HPV prevalence in healthy women, stratified by HPV DNA source, across publication calendar period, and PCR primers and HPV subtypes
	Factors
	Studies
	Model
	Test(s) of heterogeneity
	Egger's test

	
	
	
	 I2
	P value
	t   value
	P value

	HPV primers
	
	
	
	          
	
	

	MY09/11
	16
	Random population
	97.7
	0.0
	12.3
	0.0

	GP5+/6+
	12
	Random population
	97.9
	0.0
	
	

	L1
	14
	Random population
	99.5
	0.0
	
	

	MY09/11 andGP5/6+
	4
	Random population
	0.0
	0.0
	
	

	Not mention
	19
	Random population
	99.7
	0.0
	
	

	publication calendar period 
	
	

	2006-2009
	4
	Random population
	977
	 0.0
	
	

	2010-2012
	12
	Random population
	96.6
	 0.0
	
	

	2013-2015
	27
	Random population
	98.9
	0.0
	
	

	2016-2018
	33
	Random population
	99.7
	0.0
	
	



