Association between miR-30a/SNAI1 gene polymorphisms and the risk of diabetic kidney disease
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1.miR-30a RS2222722 CC genotype
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2.miR-30a RS2222722 CT genotype
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3.miR-30a RS2222722 TT genotype
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4.SNAI1 RS1543442 AA genotype
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5.SNAI1 RS1543442 AG genotype
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6.SNAI1 RS1543442 GG genotype
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7.Electrophoresis results of PCR products
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8.Electrophoresis results of DNA
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