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[bookmark: _Hlk87467962][bookmark: _GoBack]Transcription factors (TFs) of apicomplexa bearing AP2 DNA-binding domains (ApiAP2s) are identified in Babesia sp. Xinjiang (Bxj) and found to perform critical regulatory functions in parasite development. Homologous recombination technology was employed to generate a mutant strain in which BXIN_0799 gene was disrupted. Transcriptome analyses revealed that 282 genes were downregulated, and 95 of these were proteins of unknown function. These downregulated genes are involved in critical processes of asexual development of Bxj, including transcriptional regulation (BxAP2s), humoral immune response (variant erythrocyte surface antigen-1, VEMSA1), and host cell invasion (Rhoptry neck protein 2 and Rhoptry-associated protein 1). We confirmed that BXIN_0799 performed non-essential functions in Bxj asexual development (red blood cell stage), as the mutant strain reflected a slightly reduced growth rate in vitro culture system. 
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