Table 1. Lengths of the EVE and intervening sequences in the 3 clusters found in the draft WGS of Thai P. monodon.
	LG35 Cluster 1 related to DQ228358
	
	LG35 Cluster 2 related to DQ228358

	EVE no.
	Size (bp)
	Identity
	Gap (bp)
	
	EVE no.
	Size (bp)
	Identity (%)
	Gap (bp)

	1
	49
	100%
	8
	
	1
	946
	97%
	2

	2
	122
	99%
	3
	
	2
	68
	93%
	8

	3
	577
	98%
	0
	
	3
	203
	89%
	234

	4
	320
	99%
	348
	
	4
	730
	91%
	189

	5
	126
	98%
	128
	
	5
	215
	91%
	14

	6
	204
	95%
	2923
	
	6
	81
	99%
	194

	7
	268
	97%
	
	
	7
	361
	88%
	8125

	Mean
	237
	
	568
	
	8
	499
	98%
	0

	SD
	176
	
	1161
	
	9
	321
	97%
	1169

	LG7 Cluster 3 related to AF218266
	
	10
	126
	98%
	521

	
	
	11
	129
	89%
	43

	EVE no.
	Size (bp)
	Identity
	Gap (bp)
	
	12
	207
	87%
	15

	1
	258
	97%
	0
	
	13
	577
	88%
	

	2
	1244
	96%
	101
	
	Mean
	342
	
	876

	3
	1996
	96%
	2
	
	SD
	272
	
	2308

	4
	341
	96%
	0
	
	
	
	
	

	5
	3327
	96%
	0
	
	
	
	
	

	6
	80
	95%
	
	
	
	
	
	

	Mean
	1207
	
	21
	
	
	
	
	

	SD
	1268
	
	45
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