£(526) = -3.75, p = < 0.001, rpegrson = ~0.16, Clgss, [-0.24, —0.08], n = 528
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Fig. S1 Pearson correlation analysis between the mRNA stemness index and immune
score. The blue line in the plot indicate the fitted linear model.
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Fig. S2 Comparison of the expression levels of the 11 key genes related to immune
score from the five subsets of the TCGA-UCEC dataset. **** P < (.0001.



