
Supplementary Figure S2. Genomic regions of septoria tritici blotch resistance QTLs identified in 185 wheat 

genotypes projected on the common integrated map developed by Somer et al. (2004) and Macafferri et al. (2015). 

Location of known STB genes, previously QTLs and Meta-QTLs retrieved from Brown et al. (2015), Goudemand 

et al. (2013), Mirdata et al. (2015), Vagndorf1 et al. (2016), Gerard et al. (2017), Arraiano and Brown (2017), 

Yates et al. (2019), and Muqaddasi et al. (2019).  

Identified QTLs in this study presented in green color. 
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