Supplementary Figure 1. Effects of 25 uM and 50 pM MS-444 on early
embryonic development. A) Morphology of embryos at 20, 28, 64, and 78 h
following culture from late zygotes treated with 25 uM MS-444. B)
Morphology of embryos at 20, 28, 64, and 78 h following culture from late
zygotes treated with 50 uM MS-444. Scale bar represents 50 um.
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Supplementary Figure 2. HuR dimerization is required for
transcriptional activity in 2-cell stage embryos. A) Nuclear staining
showing DNA replication levels by EdU staining in 2-cell stage embryos
following culture with DMSO or MS-444. B) Quantification of the
fluorescence in DNA replication levels in DMSO- or MS-444-treated 2-cell
stage embryos by EdU incorporation. Eight embryos were observed for each
group with three replicates. n.s., not significant. C) Nuclear staining showing
newly synthesized RNA by EU staining in 2-cell stage embryos following
culture with DMSO or MS-444. D) Quantification of the fluorescence in
newly synthesized RNA in DMSO- or MS-444-treated 2-cell stage embryos
by EU incorporation. More than 14 embryos were observed for each group
with three replicates. Scale bar, 10 pm. ***p < 0.001, ****p < 0.0001.



Supplementary Figure 3. Heatmap of gene expression differences
between 2-cell stage embryos from the two groups.
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Supplementary Figure 4. The HuR binding site of Agbl2 mRNA was
predicted by RBPmap analysis.
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Supplementary Figure 5. Percentage of embryos reaching the blastocyst
stage following microinjection of Agbl2 mRNA in late zygotes treated
with MS-444. MS, MS-444. *p < 0.05.
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Supplementary Figure 6. The diameter of a Alexa 647-conjugated HuR
protein. A) Representative STORM images of Alexa 647-conjugated HuR
proteins. Arrows represent scattered single molecules. Scale bar, 300 nm. B)
The distribution of the diameter of single molecule.



Table S1. Agbl2 RNA-FISH and quantitative PCR primers.

Sequences for Agbl2 RNA-FISH primers used in the study

probel CCAC+TATCACGCCA+TCTGGGT+TTAACA+T
Agbl2 probe2 GACAAA+TCTCGCCCT+TCCTGGGG
probe3 CCG+TGTAGAGG+TCAGTCCGCAAGG+T
For PCR
HUR Forward (5’-3’) |GGATGACATTGGGAGAACGAAT
Reverse (5°-3’) |TGTCCTGCTACTTTATCCCGAA
For gRT-PCR
hRIuC Forward (5’-3’) |CAAGGAGAAGGGCGAGGTT
Reverse (5°-3’) |AGGCGTTGTAGTTGCGGAC
luc Forward (5’-3") [TTGAGGTGGACATCACCTATGC
Reverse (5°-3’) |CGCTCGTTGTAAATGTCGTTAG
Smarch1(v2) Forward (5’-3°) |AGCTGCGAGACGCTTTTACC
Reverse (5°-3’) |CTCAATCTGCTGTCGAATGGC
stxbpl Forward (5’-3’) |GTGGACCAGTTAAGCATGAGG
Reverse (5°-3’) |GCTCTCGGCGCTTGTTGAT
PLK? Forward (5°-3") [CCTGCGGACTATCACCTACCA
Reverse (5°-3’) |CTGCCCATCTTCAGAAGGCT
Aspscrl Forward (5’-3’) |GAGGGGCCTGAGAACATAGTT
Reverse (5°-3’) |CTCCCTGGTCTGTGCAAAATG
VPS8 Forward (5’-3’) |CCTCGTCTCAGGTAAAAATGTCG
Reverse (5°-3’) |CACCTCGGTTCTGGGAGAG
Agbl2 Forward (5°-3’) |ATGAATGTCCTGCTTGAGATGG
Reverse (5°-3’) |CAAACGCGCTGATGAGTGC
Biccl Forward (5°-3") |AACACGCAGATTGCATGGC
Reverse (5°-3’) |TGACGCGGTTGCTTTTTGTG
Beat? Forward (5°-3°) |CAGCCACACTAGGACAGGTCT
Reverse (5°-3’) [CAGCCTTGTTATTCCACTCCAC
Ctdspl Forward (5°-3’) |CCAGCGCAACATCAGCCTAA
Reverse (5°-3’) |GGCTTGGTACGGGAATGACC
Pdss? Forward (5°-3°) |CGCTTGTCCGGTTACCTCG
Reverse (5°-3’) [GGGTAGCCCACGATCTTCTC
Pitrm1 Forward (5°-3") |AGAGTATGGAGGGAGAAGAGTGA
Reverse (5°-3’) |GGACAGGAGTGACCTGGTTTAC
Prigl Forward (5°-3°) |ATCCGAGAGGTCGAAGGATCT
Reverse (5°-3’) [ATTCCACGGGGTACATACAGT
Rufy2 Forward (5°-3’) |GCAAACTCTGCGAATCGAAAC
Reverse (5°-3’) |ACAGTGGGTTGCATCTTTGTC
1d2 Forward (5°-3") |ATGAAAGCCTTCAGTCCGGTG
Reverse (5°-3’) |AGCAGACTCATCGGGTCGT
Manba Forward (5°-3’) |GACGTGAACTCCTTAAAGCTGC
Reverse (5°-3’) |GCCTTTCGGATGAAGTTGACG




