Table S2. Comparisons (nucleotide or amino acid identity, %) between the genome of ChiRSV-YN/Wenshan and other reported ChiRSV isolates
	
	GenBank
	P1
aa
	HC-Pro
aa
	P3
aa
	PIPO
aa
	6K1
aa
	CI
aa
	6K2
aa
	NIa-VPg
aa
	NIa-Pro
aa
	Nib
aa
	CP
aa
	Polyprotein
aa
	Full-length nt

	ChiRSV-HaiN/Yingzhou
	JQ234922
	79.2
	95.9
	86.2
	88.5
	98.1
	96.7
	94.3
	93.2
	96.3
	94.9
	95.6
	93.0
	88.5

	ChiRSV-HuN
	KX379001
	76.6
	96.3
	85.1
	90.2
	98.1
	97.2
	94.3
	94.7
	95.9
	96.5
	95.2
	93.3
	88.7

	[bookmark: _Hlk74834438]ChiRSV-YN
	KX258620
	98.4
	96.1
	98.3
	88.5
	100.0
	99.7
	100.0
	97.9
	100.0
	99.4
	100.0
	99.3
	98.8


aa = amino acid, and nt = nucleotide. The highest differences (>20%) are underlined and in bold.
ChiRSV = chilli ringspot virus; YN/Wenshan = Yunnan/Wenshan isolate (MZ269480); HaiN/Yingzhou = Hainan/Yingzhou isolate (JQ234922 and identical to the RefSeq accession NC_016044); HuN = Hunan isolate (KX379001); YN = Yunnan isolate (KX258620).
