[bookmark: _Hlk91849429]Table S1. Primers used in this study
	Objective
	name
	Sequence (5′-3′)

	Sequence validation
	DP-ChiRSV f
	CAAGGGAAAGCACCATACATA

	
	DP-ChiRSV r
	ATATGCAGAT AGATATATAG TAAAA

	RACE PCR
	M4
	GTTTTCCCAGTCACGAC

	
	M4T
	GTTTTCCCAGTCACGAC(T)15

	
	ZHM2
	gAggAgggAggggAAgAg

	
	ZHM1
	PO4-CTCTTCCCCTCCCTCCTC-NH2

	
	3' -RACE-F
	CACTTCAGTAACTTGGCGG

	
	5'-RACE-R
	GTGTTTGTTTCTCCGACCTATG

	Full-genome sequence 
	ChiRSV -3L-1 f
	ACATGGGAAAATATAAAATCTCAACA

	
	ChiRSV -3L-1 r
	CGTTTAGCTTGATGTTCAACAAC

	
	ChiRSV -3L-2 f
	GGAGGCGCAATGGCGCGAAT

	
	ChiRSV -3L-2 r
	CTTGAGAAGTACAATGTCACAG

	
	ChiRSV -3L-3 f
	GATGAAAATCCAATGGCAGAC

	
	ChiRSV -3L-3 r
	CTTTTCCACTACCCAACATTGAACGATGTA

	Colony PCR-pChiRSV
	pCB-ChiRSV-1 f
	AAGTTCATTTCATTTGGAGAGGACATGGGAAAATATAAAATCTCAACA

	
	pCB-ChiRSV-1 r
	GAATCCTCTTGCTGAATAGCC

	
	pCB-ChiRSV-2 f
	GGCTATTCAGCAAGAGGATTC

	
	pCB-ChiRSV-2 r
	TGGTCCAAATCCAACTCC

	
	pCB-ChiRSV-3 f
	GGAGTTGGATTTGGACCA

	
	pCB-ChiRSV-3 r
	GGAGATGCCATGCCGACCCCTTTTCCACTACCCAACATTGAACGATGTA

	
	Vec-pCB301 f
	GGGTCGGCATGGCATCTCCA

	
	Vec-pCB301 r
	CCTCTCCAAATGAAATGAACTT

	Colony PCR-pChiRSV-GFP
	Vec-ChiRSV-GFP1 f
	GCTGACACACAAGCCATAGATG

	
	pCB-ChiRSV-1 r
	GAATCCTCTTGCTGAATAGCC

	
	pCB-ChiRSV-2 f
	GGCTATTCAGCAAGAGGATTC

	
	pCB-ChiRSV-2 r
	TGGTCCAAATCCAACTCC

	
	pCB-ChiRSV-3 f
	GGAGTTGGATTTGGACCA

	
	ChiRSV-GFP1-1 r
	TTGATGGTAAACAGTTGTGTCT

	
	ChiRSV-GFP1-2 f
	AGACACAACTGTTTACCATCAAGCTGACATGGTAGATCTGACTAGTAAAGGAGAAGAACTTTTCAC

	
	ChiRSV-GFP1-2 r
	CATCTATGGCTTGTGTGTCAGCTTGATGGTAAACAGTTGTAGCTTTGTATAGTTCATCCATGCCA


a. The Sequence validation primers were used to verify the virus sequences.
b. The RACE PCR primers were used to obtain the complete terminal sequences of ChiRSV-YN/Wenshan.
c. The Full-genome sequence primers were used to obtain the complete genome sequence.
d. The Colony PCR primers were used to generate infectious clones (pChiRSV/-HuN/-HaiN/-GFP1/-GFP2/-GFP3). 

