Table S1. List of the palmitoylated proteins involved in small molecules transport in HPASMC cells by palmitoylome analysis. The 52 palmitoylated proteins are listed, including the uniprot ID, gene name, protein function, and molecular weight.

	Uniprot ID
	Gene name
	Protein function
	Mol. weight [kDa]


	A0A0S2Z2Z3

	ABCB7

	ATP-binding cassette sub-family B member 7

	82.7


	Q2L6I2

	ABCF1

	ABC50 protein

	91.6


	Q53FL4

	ADD3

	Adducin 3 isoform

	74.4


	O95782

	AP2A1

	AP-2 complex subunit alpha-1

	107.5


	O94973

	AP2A2

	AP-2 complex subunit alpha-2

	103.9


	P05141

	SLC25A5

	ADP/ATP translocase 2

	32.8


	P12236

	SLC25A6

	ADP/ATP translocase 3

	32.8


	Q12797

	ASPH

	Aspartyl/asparaginyl beta-hydroxylase

	    85.8


	P05023

	ATP1A1

	Sodium/potassium-transporting ATPase subunit alpha-1

	112.8


	A0A0S2Z3L2

	ATP2A2

	P-type Ca(2+) transporter

	114.7



	Uniprot ID
	Gene name
	Protein function
	Mol. weight [kDa]


	P20020

	ATP2B1

	Plasma membrane calcium-transporting ATPase

	134.6

	P38606

	ATP6V1A

	V-type proton ATPase catalytic subunit A 

	68.3


	A0A140VK65

	ATP6V1B2

	Vacuolar proton pump subunit B

	56.5


	P21283

	ATP6V1C1

	V-type proton ATPase subunit C 1

	43.9


	Q53Y06

	ATP6V1E1

	ATPase, H+ transporting, V1 subunit E isoform 1

	26.1


	Q96CW1

	AP2M1

	AP-2 complex subunit mu

	49.6


	X6R390

	AP2S1

	AP complex subunit sigma

	18.4


	A0A087WVQ6

	CLTC

	Clathrin heavy chain

	191.9


	Q53XC0

	EIF2S1

	Eukaryotic translation initiation factor 2 subunit 1

	36.1


	P41091

	EIF2S3

	Eukaryotic translation initiation factor 2 subunit 3

	51.1


	
Uniprot ID
	Gene name
	Protein function
	Mol. weight [kDa]


	A0A0S2Z3S5

	GNAS

	GNAS complex locus isoform 2

	44.2


	P63244

	GNB2

	Receptor of activated protein C kinase 1

	35.1


	P69905

	HBA1

	Hemoglobin subunit alpha

	15.2


	P68871

	HBB

	Hemoglobin subunit beta

	16


	Q00341

	HDLBP

	Vigilin

	141.4


	O95202

	LETM1

	Mitochondrial proton/calcium exchanger protein

	83.3


	A0A024R8S5

	P4HB

	Protein disulfide-isomerase

	57.1


	P10644

	PRKAR1A

	cAMP-dependent protein kinase type I-alpha regulatory subunit

	43


	A8KAH7

	PRKAR2A

	protein kinase, cAMP-dependent, regulatory, type II, alpha 

	45.5


	B2RDW1

	RPS27A

	40S ribosomal protein S27a

	18


	B4DKS0
	SLC16A1

	Monocarboxylate transporter 1

	51.8


	P30626

	SRI

	Sorcin

	21.7


	A8K6Q8

	TFRC

	Transferrin receptor protein 1

	84.8


	Uniprot ID
	Gene name
	Protein function
	Mol. weight [kDa]


	Q96JH7

	VCP

	Deubiquitinating protein VCPIP1                  

	134.2


	A0A1L1UHR1

	VDAC1

	Voltage-dependent anion-selective channel protein 1

	30.8


	A0A024R5Z8

	RAB11A

	member RAS oncogene family, isoform CRA_a

	24.4


	Q6IBR8

	EIF2S2

	Eukaryotic translation initiation factor 2, subunit 2 beta

	38.4


	B5M450

	SLC4A7

	Anion exchange protein 

	135.2


	A0A024R883

	ATP6V1G1

	V-type proton ATPase subunit G 

	13.7


	O75477

	ERLIN1

	Erlin-1

	39.1


	Q9Y4W6

	AFG3L2

	AFG3-like protein 2

	88.5


	Q6P1M0

	SLC27A4

	Long-chain fatty acid transport protein 4

	72


	O94905

	ERLIN2

	Erlin-2

	37.8


	Q10713

	PMPCA

	Mitochondrial-processing peptidase subunit alpha

	58.2


	Q9UJZ1

	STOML2

	Stomatin-like protein 2, mitochondrial

	38.5


	Uniprot ID
	Gene name
	Protein function
	Mol. weight [kDa]


	A0A024R7U9

	ATP6V1H

	V-type proton ATPase subunit H

	55.8


	Q9UHQ9

	CYB5R1

	NADH-cytochrome b5 reductase 1

	34.1


	Q8TD43

	TRPM4

	Transient receptor potential cation channel subfamily M member 4

	134.2


	Q9UBI6

	GNG12

	Guanine nucleotide-binding protein G(I)/G(S)/G(O) subunit gamma-12

	8


	A0A024R892

	LRRC8A

	Leucine rich repeat containing 8 family, member A, isoform CRA_a

	94.1


	Q9H0U3

	MAGT1

	Magnesium transporter protein 1

	38


	Q8IYU8

	MICU2

	Calcium uptake protein 2, mitochondrial

	49.6





