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Supplementary Data set file: 
Figure 1	Genotype CM assay (Strips A, B and C). M.fortuitum (StripA, bands 7 and 14), M. avium (StripB, band 4) and M.gordonae (StripC, bands 8 and 10). Genotype MTBC assay (Lane D) showing M.tuberculosis (bands 1-8).
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