Mutations Private to LEP, driver genes

Chromatin organization
Chromatin modifying enzymes
Regulation of TP53 Activity through Methylation
Regulation of TP53 Degradation
Regulation of TP53 Expression and Degradation
PKMTs methylate histone lysines
Binding of TCF/LEF:CTNNB1 to target gene promoters
Stabilization of p53
Recruitment and ATM-mediated phosphorylation of repair and signaling proteins at DNA double strand breaks
Formation of the beta-catenin:TCF transactivating complex
DNA Double-Strand Break Repair
DNA Double Strand Break Response
TP53 Regulates Transcription of Caspase Activators and Caspases
p53-Dependent G1/S DNA damage checkpoint
p53-Dependent G1 DNA Damage Response
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Mutations Private to MIP, driver genes

Synthesis of PIPs at the plasma membrane
S$33 mutants of beta-catenin aren't phosphorylated
phosphorylation site mutants of CTNNB1 are not targeted to the proteasome by the destruction complex
Misspliced GSK3beta mutants stabilize beta-catenin
Beta-catenin phosphorylation cascade
Formation of Senescence-Associated Heterochromatin Foci (SAHF)
Pl Metabolism
Cell-Cell communication
Apoptosis
Programmed Cell Death
Diseases of signal transduction
Disassembly of the destruction complex and recruitment of AXIN to the membrane
Signaling by WNT in cancer
VEGFA-VEGFR2 Pathway
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Subclonal in LEP, clonal in MIP

vesicle-mediated transport in synapse
calcium-dependent cell-cell adhesion via plasma membrane cell adhesion molecules
regulation of neurogenesis
synapse assembly
negative regulation of dendritic spine development
positive regulation of clathrin-dependent endocytosis
collagen biosynthetic process
SA node cell action potential
negative regulation of dendrite morphogenesis
regulation of metaphase/anaphase transition of cell cycle
kinetochore assembly
negative regulation of hippo signaling
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Subclonal in MIP, clonal in LEP

positive regulation of MAP kinase activity
regulation of cell cycle phase transition
regulation of MAP kinase activity
positive regulation of protein serine/threonine kinase activity
regulation of mitotic cell cycle
regulation of mitotic cell cycle phase transition
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