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Quality filtrations m Cancer related gene filtrations
Lung-Broad Lung-OncoSG TCGA-LUAD
Number of samples
LEP (n=13) MIP (n=17)  Adj.P-value  LEP (n=10) MIP (n=4) Adj. P-value  LEP (n=12) MIP (n=23)  Adj. P-value
EGFR 4 2 1.49E-03 6 3 0.276613 2 4 0.000421
RYR2 1 7 0.787038 2 1 0.6564 2 7 0.734327
Sl 1 5 0.559035 2 0 0.4025 1 4 0.251918
TP53 3 8 1 2 0 0.4025 4 8 1
TRIO 0 1 0.050863 0 0 0.117859 0 0 0.023253
XIRP2 2 3 0.415917 0 0 0.117859 3 5 0.48311
ABCC6 0 0 0.050863 0 0 0.117859 0 0 0.035716
BRWD3 1 2 0.454538 0 0 0.117859 0 2 0.123249
CEBPA 0 0 0.050863 0 0 0.117859 0 0 0.035716
COL22A1 1 2 0.454538 0 0 0.117859 1 1 0.123249
GTF3C1 2 1 0.454538 0 0 0.117859 1 1 0.123249
KALRN 1 2 0.454538 0 1 0.367744 0 0 0.035716
KCNT2 0 6 0.787038 1 1 0.651527 0 1 0.071703
LMBRD2 0 2 0.229164 0 0 0.117859 0 0 0.035716
NLGN1 1 1 0.229164 0 0 0.117859 0 3 0.198375
NLRP9 0 0 0.050863 0 0 0.117859 1 0 0.071703
PCLO 3 6 1 1 0 0.367744 0 5 0.43056
PDEA4DIP 0 0 0.050863 0 0 0.117859 2 2 0.402863
PHRF1 0 1 0.133247 0 0 0.117859 0 1 0.071703
TTN 3 8 0.787038 0 2 0.651527 4 12 0.402863
UNC13C 0 5 0.787038 0 0 0.117859 0 1 0.071703
USP7 0 1 0.133247 0 1 0.367744 0 1 0.071703
XPO7 0 0 0.050863 0 0 0.117859 0 0 0.035716
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