
Consensus analysis (2 tumor clusters)

Comparison between the expression of two pyroptosis-
related tumor clusters (1519 DGEs) 

A 10-gene signature identified by LASSO-COX analysis

Validation in ICGC (LIRI-JP) 
(231 patients with follow-up 

time more than 30 days) and 
GSE14520 (242 patients 
with follow-up time more 

than 30 days)

Tumor immune 
microenvironment 

analysis

Response to chemotherapy, 
molecularly targeted therapy 
as well as immunotherapy

RNA expression data from TCGA LIHC cohort(341 HCC 
samples with follow-up time more than 30 days)

Construction and 
validation of nomogram

GSVA analysis and
GO enrichment

PCA analysis, survival 
analysis




