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Figure S1 Predictive value of DICER1 mutation for overall survival (OS) in each tumour.
(A) Skin Cutaneous Melanoma (SKCM). (B) Colon adenocarcinoma (COAD). (C) Lung squamous cell carcinoma (LUSC). (D) Bladder Urothelial Carcinoma (BLCA). (E) Lung adenocarcinoma (LUAD). (F) Breast invasive carcinoma (BRCA). (G) Head and Neck squamous cell carcinoma (HNSC). (H) Stomach adenocarcinoma (STAD). (I) Cervical squamous cell carcinoma and endocervical adenocarcinoma.
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Figure S2 Predictive value of DICER1 mutation for overall survival (OS) in MSKCC.
(A) Melanoma. (B) Colorectal cancer. (C) Non-small-cell lung cancer. (D) Bladder cancer. 
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