Biological degradation of polyethylene terephthalate by rhizobacteria
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Figure S1: Phylogenetic tree of isolate VT 3.12 (Priestia aryabhattai) based on 16S rRNA gene sequence analysis
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Figure S2: Phylogenetic tree of isolate VT 3.15 (Bacillus pseudomycoides) based on 16S rRNA gene sequence analysis
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Figure S3: Phylogenetic tree of isolate VT 3.15 (Bacillus pumilus) based on 16S rRNA gene sequence analysis
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MT173799.1 Bacillus sp. (in: Bacteria) strain RNT7
MK618613.1 Bacillus huizhouensis strain CA98
MN543780.1 Bacillus aryabhattai strain B8W22T.31
OK135732.1 Priestia aryabhattai strain VT 3.12
MF076557.1 Bacillus megaterium strain DSS-ERY-6
MN543781.1 Bacillus aryabhattai strain B8W22T.32
MN543816.1 Bacillus aryabhattai strain BSW22T.42
MF079370.1 Bacillus megaterium strain NEW-CAP-2
MN543777.1 Bacillus aryabhattai strain B8W22T.30 1
MN543801.1 Bacillus aryabhattai strain B8W22T.37
MN543759.1 Bacillus aryabhattai strain B8W22T.29
MN543783.1 Bacillus aryabhattai strain B8W22T.34
MN543812.1 Bacillus aryabhattai strain B8W22T.41
MN543785.1 Bacillus aryabhattai strain B8W22T.35

MN543809.1 Bacillus aryabhattai strain BSW22T.40
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OK135733.1 Bacillus pseudomycoides strain VT 3.15 168 ribosomal RNA gene partial sequence
JF701928.1 Bacillus sp. YXA1-2 168 ribosomal RNA gene partial sequence

KR063200.1 Bacillus pseudomycoides strain BS20 16S ribosomal RNA gene partial sequence
MT733952.1 Bacillus pseudomycoides strain JZY2-55 16S ribosomal RNA gene partial sequence
MK285635.1 Bacillus cereus strain CBC-4 16S ribosomal RNA gene partial sequence

MF139359.1 Bacillus sp. (in: Bacteria) strain FJAT-25557 16S ribosomal RNA gene partial sequence
MT044256.1 Bacillus mycoides strain LUTUUS-AF1 168 ribosomal RNA gene partial sequence
MK855402.1 Bacillus pseudomycoides strain KUBOTABZ 16S ribosomal RNA gene partial sequence
MG694513.1 Bacillus mycoides strain TTS-AB-A27 16S ribosomal RNA gene partial sequence
KY312800.1 Bacillus pseudomycoides strain GE11 16S ribosomal RNA gene partial sequence
KY628881.1 Bacillus sp. strain PCH63 16S ribosomal RNA gene partial sequence

JQ607248.1 Bacterium NLAE-zI-P444 168 ribosomal RNA gene partial sequence

HF678922.2 Bacillus sp. Ant-6b partial 16S rRNA gene isolate Ant-6b

MK954122.1 Bacillus sp. (in: Bacteria) strain B5 16S ribosomal RNA gene partial sequence

KY316437.1 Bacillus pseudomycoides strain ZLynn800-21 16S ribosomal RNA gene partial sequence
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OK135734.1 Bacillus pumilus strain VT 3.16
MK537366.1 Bacillus pumilus strain DDWD
MH518210.1 Bacillus sp. (in: Bacteria) strain CLC-F28
KF746906.1 Bacillus sp. M-237-24

JQY977236.1 Bacillus sp. Emb14

KF278951.1 Bacillus subtilis strain yxw5
OK493788.1 Bacillus pumilus strain 344J1
KP279967.1 Bacillus aerophilus strain NL2
MZ461807.1 Bacterium strain S256

MK053609.1 Bacillus sp. (in: Bacteria) strain SPC1
MT114501.1 Bacillus altitudinis strain NM422
MZ356368.1 Bacillus aerius strain DN-63
JF775425.1 Bacterium YCY69

KF933628.1 Bacillus sp. BDH7

MG309348.1 Bacillus sp. (in: Bacteria) strain 201705CJKOP-35




