
Table S5 - Antibiotic resistance genes in A. baumannii AB6870155 predicted by CARD
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Strict ant1_1 ANT(3'')-IIc chromosome ANT(3'') aminoglycoside antibioticantibiotic inactivation69.77 101.16 protein homolog model
Strict ampC_1 ADC-10 chromosome ADC beta-lactamase without carbapenemase activitycephalosporinantibiotic inactivation98.45 100 protein homolog model
Perfect ampC_2 Acinetobacter baumannii ampC beta-lactamasechromosome ampC-type beta-lactamasecephalosporin, penamantibiotic inactivation100 100 protein homolog model
Perfect bla (eggnogg)OXA-69 chromosome OXA beta-lactamase cephalosporin, penamantibiotic inactivation100 100 protein homolog model
Perfect abaQ Acinetobacter baumannii AbaQchromosome major facilitator superfamily (MFS) antibiotic efflux pumpfluoroquinolone antibioticantibiotic efflux100 100 protein homolog model
Strict parC Acinetobacter baumannii parC conferring resistance to fluoroquinoloneS84L, V104I, D105Echromosome fluoroquinolone resistant parCfluoroquinolone antibioticantibiotic target alteration100 100 protein variant model
Strict gyrA Acinetobacter baumannii gyrA conferring resistance to fluoroquinolonesS81L chromosome fluoroquinolone resistant gyrAfluoroquinolone antibioticantibiotic target alteration99.78 100 protein variant model
Perfect oqxB7 adeF chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibioticantibiotic efflux100 100 protein homolog model
Perfect mdtE adeG chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibioticantibiotic efflux100 100 protein homolog model
Strict ttgC adeH chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibioticantibiotic efflux99.79 99.79 protein homolog model
Strict dmlR_5 adeL chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibioticantibiotic efflux99.7 101.78 protein homolog model
Strict abaF_2 Acinetobacter baumannii AbaFchromosome major facilitator superfamily (MFS) antibiotic efflux pumpfosfomycin antibiotic efflux99.77 100 protein homolog model
Perfect srrA adeR chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpglycylcycline, tetracycline antibioticantibiotic efflux100 100 protein homolog model
Strict oprM_2 adeC chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpglycylcycline, tetracycline antibioticantibiotic efflux97.2 100 protein homolog model
Perfect smvA Acinetobacter baumannii AmvAchromosome major facilitator superfamily (MFS) antibiotic efflux pumpmacrolide antibiotic, acridine dyeantibiotic efflux100 100 protein homolog model
Perfect emrE_1 abeS chromosome small multidrug resistance (SMR) antibiotic efflux pumpmacrolide antibiotic, aminocoumarin antibioticantibiotic efflux100 100 protein homolog model
Perfect oprM_1 adeK chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, lincosamide antibiotic, carbapenem, cephalosporin, tetracycline antibiotic, rifamycin antibiotic, diaminopyrimidine antibiotic, phenicol antibiotic, penemantibiotic efflux100 100 protein homolog model
Perfect acrA adeI chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, lincosamide antibiotic, carbapenem, cephalosporin, tetracycline antibiotic, rifamycin antibiotic, diaminopyrimidine antibiotic, phenicol antibiotic, penemantibiotic efflux100 100 protein homolog model
Strict mexB_1 adeJ chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, lincosamide antibiotic, carbapenem, cephalosporin, tetracycline antibiotic, rifamycin antibiotic, diaminopyrimidine antibiotic, phenicol antibiotic, penemantibiotic efflux99.91 100 protein homolog model
Strict COJEPEMI_01902adeN chromosome resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, lincosamide antibiotic, carbapenem, cephalosporin, tetracycline antibiotic, rifamycin antibiotic, diaminopyrimidine antibiotic, phenicol antibiotic, penemantibiotic efflux99.08 100 protein homolog model

folP_1* chromosome sulfonamide
folP_2* pAB0155_1 sulfonamide
cat_1* chromosome chloramphenicol
cat_2* pAB0155_2 chloramphenicol
craA* chromosome chloramphenicol
ampR* pAB0155_1 cephalosporin
kanR* pAB0155_1 kanamycin



smR* pAB0155_1
emrE_2* pAB0155_1 multidrug
tetR* pAB0155_1 tetracycline
tetA_2* pAB0155_1 tetracycline
merR* pAB0155_1 mercury
merC* pAB0155_1 mercury
merA* chromosome mercury
aacC1* pAB0155_1 aminoglycoside

*resistance associated genes within AB6870155 not identified by CARD
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