
Table S6 - Antibiotic resistance genes in K. pneumoniae KP6870155 predicted by CARD
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Strict baeR baeR chromosome antibiotic efflux resistance-nodulation-cell division (RND) antibiotic efflux pumpaminoglycoside antibiotic, aminocoumarin antibiotic92.47 100 protein homolog model
Perfect bla_1 SHV-1 chromosome antibiotic inactivation SHV beta-lactamasecarbapenem, cephalosporin, penam100 100 protein homolog model
Perfect bla_2 SHV-2A pKP0155_3 antibiotic inactivation SHV beta-lactamasecarbapenem, cephalosporin, penam100 100 protein homolog model
Strict ftsI_2 Haemophilus influenzae PBP3 conferring resistance to beta-lactam antibioticsD350N, S357Nchromosome antibiotic target alterationPenicillin-binding protein mutations conferring resistance to beta-lactam antibioticscephalosporin, cephamycin, penam52.37 96.39 protein variant model
Strict ampH Escherichia coli ampH beta-lactamasechromosome antibiotic inactivation ampC-type beta-lactamasecephalosporin, penam85.45 100.26 protein homolog model
Strict tuf1_1 Escherichia coli EF-Tu mutants conferring resistance to PulvomycinR234F chromosome antibiotic target alterationelfamycin resistant EF-Tuelfamycin antibiotic97.97 96.33 protein variant model
Strict tuf1_1 Escherichia coli EF-Tu mutants conferring resistance to PulvomycinR234F chromosome antibiotic target alterationelfamycin resistant EF-Tuelfamycin antibiotic97.97 96.33 protein variant model
Strict mprA emrR chromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pumpfluoroquinolone antibiotic92.57 100 protein homolog model
Strict marR Escherichia coli marR mutant conferring antibiotic resistancechromosome antibiotic target alteration, antibiotic effluxresistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, cephalosporin, glycylcycline, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, triclosan84.03 100 protein overexpression model
Perfect bepF oqxA chromosome antibiotic efflux resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, glycylcycline, tetracycline antibiotic, diaminopyrimidine antibiotic, nitrofuran antibiotic100 100 protein homolog model
Strict marA marA chromosome antibiotic efflux, reduced permeability to antibioticresistance-nodulation-cell division (RND) antibiotic efflux pump, General Bacterial Porin with reduced permeability to beta-lactamsfluoroquinolone antibiotic, monobactam, carbapenem, cephalosporin, glycylcycline, cephamycin, penam, tetracycline antibiotic, rifamycin antibiotic, phenicol antibiotic, triclosan, penem92.74 97.64 protein homolog model
Strict oqxB25 adeF chromosome antibiotic efflux resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibiotic60.96 99.15 protein homolog model
Strict oqxB25 adeF chromosome antibiotic efflux resistance-nodulation-cell division (RND) antibiotic efflux pumpfluoroquinolone antibiotic, tetracycline antibiotic41.71 97.92 protein homolog model
Strict fosA FosA6 chromosome antibiotic inactivation fosfomycin thiol transferasefosfomycin 97.12 100 protein homolog model
Strict Escherichia coli UhpT with mutation conferring resistance to fosfomycinE350Q chromosome antibiotic target alterationantibiotic-resistant UhpTfosfomycin 95.03 100 protein variant model
Perfect mdtI Klebsiella pneumoniae KpnFchromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pumpmacrolide antibiotic, aminoglycoside antibiotic, cephalosporin, tetracycline antibiotic, peptide antibiotic, rifamycin antibiotic100 100 protein homolog model
Strict mdtJ Klebsiella pneumoniae KpnEchromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pumpmacrolide antibiotic, aminoglycoside antibiotic, cephalosporin, tetracycline antibiotic, peptide antibiotic, rifamycin antibiotic99.17 100 protein homolog model
Strict emrB Klebsiella pneumoniae KpnHchromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, aminoglycoside antibiotic, carbapenem, cephalosporin, penam, peptide antibiotic, penem93.95 100 protein homolog model
Strict emrA_1 Klebsiella pneumoniae KpnGchromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, aminoglycoside antibiotic, carbapenem, cephalosporin, penam, peptide antibiotic, penem99.74 100 protein homolog model
Strict hns H-NS chromosome antibiotic efflux major facilitator superfamily (MFS) antibiotic efflux pump, resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, cephalosporin, cephamycin, penam, tetracycline antibiotic94.07 98.54 protein homolog model
Strict crp CRP chromosome antibiotic efflux resistance-nodulation-cell division (RND) antibiotic efflux pumpmacrolide antibiotic, fluoroquinolone antibiotic, penam99.05 100 protein homolog model
Strict ompN_2 Klebsiella pneumoniae OmpK37chromosome reduced permeability to antibioticGeneral Bacterial Porin with reduced permeability to beta-lactamsmonobactam, carbapenem, cephalosporin, cephamycin, penam, penem99.2 100 protein homolog model
Strict msbA_1 msbA chromosome antibiotic efflux ATP-binding cassette (ABC) antibiotic efflux pumpnitroimidazole antibiotic92.78 100 protein homolog model
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