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Software and data availability
We have made the code and data used/generated from this study (as well as underlying components used to compile the final dataset) available as supplementary material. In addition, we have made these files available at https://doi.org/10.5281/zenodo.5758541. Throughout the methods we have indicated the stage of analysis each data component was used and the code script connected. We have numbered to code and data supplements to reflect as closely as possible the order in which data generation and summary was undertaken.
Data S1. (Separate file)  - Website data: lang = language of the search engine used, ad hoc websites had language described after discovery; engine = the search engine used; page = the page on which the website appeared from the search engine; searchdate = search date in YYYY-mm-dd HH:MM:SS; link = link to the webpage, redacted to protect website identity; reviewdate = date revewied for arachnids being sold and search strategy; sells = whether the website sells arachnids (1 == sells); allow = whether the site explicitly forbids automated searching (1 == allows, NA when search method was not fully automated, e.g., single page); type = the type of the website (e.g., trade, classified ads); order = whether arachnids where organised in a particular ways; target = a refined target URL to start search; method = the search method chosen, see methods for details; refine = any refinement or filter than could constrain the scope of the website to be searched; spages = the number of pages required to cycle through to cover the entire stock (also separated by ; if multiple cycles where needed or multiple single pages could be easily collected); prelimCheck = whether the website passed initial checks for arachnid selling; notes = any details that might need special attention during searches; webID = code used for subsequent data summary.
Data S2. (Separate file)  - Raw keyword searches outputs: species keywords. sp = the modern species or genus that a keyword is associated with; page = the number of the page the keyword was detected on; keyw = the exact keyword that was detected; spORgen = whether the keyword was a species binomial or just genus; termsSurrounding = the words surrounding a genus keyword detection (only applies to Data S3); webID = the website ID.
Data S3. (Separate file)  – Raw keyword searches outputs: genus keywords. sp = the modern species or genus that a keyword is associated with; page = the number of the page the keyword was detected on; keyw = the exact keyword that was detected; spORgen = whether the keyword was a species binomial or just genus; termsSurrounding = the words surrounding a genus keyword detection (multiple detections separated by ;); webID = the website ID.
Data S4. (Separate file)  - Raw keyword search outputs: temporal sample. sp = the modern species or genus that a keyword is associated with; page = the number of the page the keyword was detected on; keyw = the exact keyword that was detected; spORgen = whether the keyword was a species binomial or just genus; termsSurrounding = the words surrounding a genus keyword detection (multiple detections separated by ;); webID = the website ID; timestamp.parse = the timestamp extracted from the archived web page; year = a simplified timestamp including only the year.
Data S5. (Separate file)  - LEMIS data used. An arachnid filtered version of (1,2).
Data S6. (Separate file)  - CITES trade database data used (3).
Data S7. (Separate file)  - CITES appendices data used (4).
Data S8. (Separate file)  - IUCN Redlist data used (5).
Data S9. (Separate file) - Compiled final dataset, with data deriving from WSC, Scorpion files, ITIS, WAM and the data collection process. speciesId = a numeric code, one per species; clade = the clade the species belongs to; family = the family the species belongs to; genus = the genus of the species; species = the species epithet; author = the species authority name; year = the species authority year; parentheses = whether parentheses are needed with the authority; distribution = WSC original distribution descriptions; invalid = whether the species is considered valid; source = the species source, either World Spider Catalogue, Scorpion files, ITIS or WAM; accName = the species binomial being used as our accepted name; allNames = the accepted species binomial and all synonyms; allGenera = the accepted genus, and all other genera the species has belonged to at one point; onlineTradeSnap = whether the species was detected via a match to the accName in the snapshot data; onlineTradeSnap_Any = whether the species was detected via any synonym in the snapshot data; onlineTradeSnap_genus = whether the genus was detected via a match to the genus in the snapshot data; onlineTradeSnap_genusAny = whether the genus was detected via any synonym in the snapshot data; onlineTradeTemp = whether the species was detected via a match to the accName in the temporal data; onlineTradeTemp_Any = whether the species was detected via any synonym in the temporal data; onlineTradeTemp_genus = whether the genus was detected via a match to the genus in the temporal data; onlineTradeTemp_genusAny = whether the genus was detected via any synonym in the temporal data; onlineTradeEither = whether the species was detected via a match to the accName in the temporal data or snapshot data; onlineTradeEither_Any = whether the species was detected via any synonym in the temporal data or snapshot data; LEMIStrade = whether the species was detected via a match to the accName in the LEMIS data; LEMIStrade_Any = whether the species was detected via any synonym in the LEMIS data; LEMIStrade_genus = whether the genus was detected via any synonym in the LEMIS data; LEMIStrade_genusAny = whether the genus was detected via any synonym in the LEMIS data; CITEStrade = whether the species was detected via a match to the accName in the CITES trade database data; CITEStrade_Any = whether the species was detected via any synonym in the CITES trade database data; CITEStrade_genus = whether the genus was detected via any synonym in the CITES trade database data; CITEStrade_genusAny = whether the genus was detected via any synonym in the CITES trade database data; CITESapp = the CITES appendix the species is listed under using an exact match to the accName; CITESapp_Any = the CITES appendix the species is listed under using any match to any of the species’ synonyms; redlist = the IUCN Redlist category the species is listed under using an exact match to the accName; redlist_Any = the IUCN Redlist category the species is listed under using any match to any of the species’ synonyms; extactMatchTraded = the species is detected in any of the trade sources via a match to the accName; anyMatchTraded = the species is detected in any of the trade sources via a match to any species’ synonym.
Data S10. (Separate file)  - Forum listings of “What species are you currently keeping” from an online fora posted between 9th September 2021 and 9th October 2021, to provide an idea of online discussions. Each user with a separate list is provided in a separate tab. Morph_collector is the same as poster1, but the potential cryptic species or morphs are noted separately to make them clearer.
Data S11. (Separate file)  – Shapefiles from thematicmapping used in mapping summaries.
Data S12. (Separate file)  – Distribution information for spiders. Only two columns used in summaries: accName = the accepted name used throughout summaries; NAME = the country name the spider occurs in.
Data S13. (Separate file)  - Distribution information for scorpions. species = the accepted name used throughout summaries; NAME = the country name the scorpions occurs in.
Code S1. (Separate file) - Search URL Extract.R
Code S2. (Separate file)  - Retrieve web data.R
Code S3. (Separate file)  - Temporal Classified Ads.R
Code S4. (Separate file)  - Keyword Generation.R
Code S5. (Separate file)  - Keyword Search.R
Code S6. (Separate file)  - LEMIS filter and summary.R
Code S7. (Separate file)  - Compiling results.R
Code S8. (Separate file)  - Summary Figures.R
Code S9. (Separate file)  - Temporal Figures.R
Code S10. (Separate file)  - New description figure.R
Code S11. (Separate file)  - Term exploration.R
Code S12. (Separate file)  - LEMIS summary and mapping.R










Supplementary Figures
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[bookmark: _asvhncrfvh2m]Supplementary Fig. S1 - Number of species of arachnid with an IUCN classification both detected in trade, and not in trade (not detected). Exact match signifies the species name was detected in trade, “any match” indicates that a synonym was detected in trade, but as the synonym may have been split into several taxa this can inflate the number of species potentially detected in trade. Note that most arachnids have no IUCN listing, and taxonomy has changed for some listed groups.
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[bookmark: _vqsdi3o2kvhw]Supplementary Fig. S2 - The number of species detected online via each language search engine. Green areas and numbers show the number of species unique to that language search. The circled numbers below indicate the number of websites searched. 
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Supplementary Fig. S3 - The numbers of wild-caught versus captive originating individuals listed in LEMIS trade database, for genera with over 100,000 individuals imported.
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Supplementary Fig. S4 - The numbers of wild-caught versus captive originating individuals listed in LEMIS trade database, for genera with 100,000 to 10,000 individuals imported.



Supplementary Fig. S5 - The numbers of wild-caught versus captive originating individuals listed in LEMIS trade database, for genera with 10,000 to 1,000 individuals imported.[image: ]

Supplementary Fig. S6 - The numbers of wild-caught versus captive originating individuals listed in LEMIS trade database, for genera with 1,000 to 100 individuals imported.[image: ]
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Supplementary Fig. S7 - The numbers of wild-caught versus captive originating individuals listed in LEMIS trade database, for genera with fewer than 100 individuals imported.
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Supplementary Fig. S8 - Mapped spider species richness and traded species using WSC distribution data. A). All species richness. B). Species in trade. C). Percent species in trade.
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Supplementary Fig. S9 - Top six traded spider families with the percentage of species traded, using WSC distributions.  
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Supplementary Fig. S10 - Mapped scorpion species richness and traded species. A). All species richness. B). Species in trade. C). Percent species in trade.
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Supplementary Fig. S11. Number of countries each species are recorded in. The majority (76.4%) of species are recorded in a single country, and 94% are recorded in under five. Note log scale on the y-axis.
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