Cell Doubling Time

Table 1. The data required for doubling time calculation of cells with weak [PSI+] prion ([PSI+]-w). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	4
	5
	6
	Average
	SD
	Count
	SE

	R^2
	0.9920
	0.9999
	0.9997
	0.9913
	0.9828
	0.9965
	0.9937
	0.0065
	6.00
	0.0026

	N(t)
	1.7645
	2.0550
	1.7500
	1.2900
	1.2650
	1.4600
	1.5974
	0.3113
	6.00
	0.1271

	N(0)
	0.0510
	0.0340
	0.0680
	0.0660
	0.0310
	0.0510
	0.0502
	0.0155
	6.00
	0.0063

	t
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	6.00
	0.0000

	GR
	0.3938
	0.4557
	0.3609
	0.3303
	0.4121
	0.3727
	0.3876
	0.0436
	6.00
	0.0178

	DT
	1.7604
	1.5209
	1.9207
	2.0985
	1.6820
	1.8598
	1.8071
	0.2002
	6.00
	0.0817





Table 2. The data required for doubling time calculation of cells with eliminated weak [PSI+] prion by GuHCl alone ([psi-]-w-G). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	4
	5
	6
	Average
	SD
	Count
	SE

	R^2
	0.9983
	0.9902
	1.0000
	0.9988
	0.9990
	0.9570
	0.9906
	0.0168
	6.00
	0.0069

	N(t)
	1.3350
	1.5700
	1.1250
	1.5400
	1.5100
	1.2350
	1.3858
	0.1825
	6.00
	0.0745

	N(0)
	0.0250
	0.0490
	0.0350
	0.0320
	0.0480
	0.0350
	0.0373
	0.0094
	6.00
	0.0038

	t
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	6.00
	0.0000

	GR
	0.4420
	0.3852
	0.3856
	0.4304
	0.3832
	0.3959
	0.4037
	0.0258
	6.00
	0.0105

	DT
	1.5683
	1.7993
	1.7977
	1.6104
	1.8089
	1.7506
	1.7225
	0.1060
	6.00
	0.0433





Table 3. The data required for doubling time calculation of cells with eliminated weak [PSI+] prion by GuHCl and PEF ([psi-]-w-GP). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error
	Sample
	1
	2
	3
	4
	5
	6
	Average
	SD
	Count
	SE

	R^2
	0.9919
	0.9995
	0.9971
	0.9981
	0.9984
	0.9982
	0.9972
	0.0027
	6.00
	0.0011

	N(t)
	1.4700
	1.5150
	1.7550
	1.7800
	1.1800
	1.1200
	1.4700
	0.2778
	6.00
	0.1134

	N(0)
	0.0610
	0.0420
	0.0470
	0.0460
	0.0590
	0.0700
	0.0542
	0.0108
	6.00
	0.0044

	t
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	6.00
	0.0000

	GR
	0.3536
	0.3984
	0.4022
	0.4062
	0.3329
	0.3081
	0.3669
	0.0414
	6.00
	0.0169

	DT
	1.9604
	1.7399
	1.7233
	1.7065
	2.0824
	2.2500
	1.9104
	0.2250
	6.00
	0.0919






Table 4. The data required for doubling time calculation of cells with strong [PSI+] prion ([PSI+]-s). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	4
	5
	6
	Average
	SD
	Count
	SE

	R^2
	0.9995
	0.991
	0.9593
	0.9984
	0.9986
	0.9979
	0.9908
	0.0157
	6.00
	0.0064

	N(t)
	1.9060
	0.7820
	1.3600
	3.9850
	2.0750
	1.7150
	1.9705
	1.0885
	6.00
	0.4444

	N(0)
	0.0310
	0.0610
	0.0530
	0.0550
	0.0410
	0.0430
	0.0473
	0.0110
	6.00
	0.0045

	t
	9.0000
	6.0000
	9.0000
	9.0000
	9.0000
	9.0000
	8.5000
	1.2247
	6.00
	0.5000

	GR
	0.4576
	0.4252
	0.3605
	0.4759
	0.4360
	0.4096
	0.4275
	0.0403
	6.00
	0.0165

	DT
	1.5146
	1.6303
	1.9225
	1.4565
	1.5897
	1.6925
	1.6344
	0.1639
	6.00
	0.0669





Table 5. The data required for doubling time calculation of cells with eliminated strong [PSI+] prion by GuHCl alone ([psi-]-s-G). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	4
	5
	Average
	SD
	Count
	SE

	R^2
	0.9999
	0.9928
	0.9918
	0.9969
	0.9873
	0.9937
	0.0048
	5.00
	0.0022

	N(t)
	1.4450
	1.2800
	1.1600
	1.3650
	2.1950
	1.4890
	0.4086
	5.00
	0.1827

	N(0)
	0.0310
	0.0410
	0.0430
	0.0300
	0.0450
	0.0380
	0.0070
	5.00
	0.0031

	t
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	5.00
	0.0000

	GR
	0.4269
	0.3823
	0.3661
	0.4242
	0.4319
	0.4063
	0.0300
	5.00
	0.0134

	DT
	1.6238
	1.8129
	1.8933
	1.6340
	1.6048
	1.7138
	0.1308
	5.00
	0.0585





Table 6. The data required for doubling time calculation of cells without [PSI+] prion ([psi-]). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	Average
	SD
	Count
	SE

	R^2
	0.9856
	0.9544
	0.9926
	0.9775
	0.0203
	3.00
	0.0117

	N(t)
	1.7750
	1.7295
	1.7350
	1.7465
	0.0248
	3.00
	0.0143

	N(0)
	0.0470
	0.0720
	0.0540
	0.0577
	0.0129
	3.00
	0.0074

	t
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	3.00
	0.0000

	GR
	0.4035
	0.3532
	0.3855
	0.3807
	0.0255
	3.00
	0.0147

	DT
	1.7179
	1.9624
	1.7979
	1.8261
	0.1247
	3.00
	0.0720






Table 7. The data required for doubling time calculation of cells without [PSI+] prion affected by GuHCl alone ([psi-]-G). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	Average
	SD
	Count
	SE

	R^2
	1.0038
	1.1118
	1.0478
	1.0545
	0.0543
	3.00
	0.0314

	N(t)
	0.6905
	0.6234
	0.6615
	0.6585
	0.0336
	3.00
	0.0194

	N(0)
	0.9986
	0.9995
	0.9979
	0.9987
	0.0008
	3.00
	0.0005

	t
	1.2300
	1.1900
	1.4600
	1.2933
	0.1457
	3.00
	0.0841

	GR
	0.0310
	0.0400
	0.0660
	0.0457
	0.0182
	3.00
	0.0105

	DT
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	3.00
	0.0000





Table 8. The data required for doubling time calculation of cells without [PSI+] prion affected by GuHCl and PEF ([psi-]-GP). R^2 – determination of the exponential phase; N(t) – cells optical density at the end of exponential phase; N(t) – cells optical density at the beginning of exponential phase; t – time of exponential phase (hours); GR – growth rate; DT – doubling time (hours); SD – standard deviation; SE – standard error.
	Sample
	1
	2
	3
	Average
	SD
	Count
	SE

	R^2
	0.9827
	0.9595
	0.9828
	0.9750
	0.0134
	3.00
	0.0078

	N(t)
	1.1550
	0.9320
	1.0100
	1.0323
	0.1132
	3.00
	0.0653

	N(0)
	0.0460
	0.0380
	0.0510
	0.0450
	0.0066
	3.00
	0.0038

	t
	9.0000
	9.0000
	9.0000
	9.0000
	0.0000
	3.00
	0.0000

	GR
	0.3581
	0.3555
	0.3318
	0.3485
	0.0145
	3.00
	0.0084

	DT
	1.9354
	1.9496
	2.0893
	1.9914
	0.0850
	3.00
	0.0491




Table 9. t-Test: Two-Sample Assuming Equal Variances. Test was used for weak [PSI+] prion variants eliminated with GuHCl alone ([psi-]-w-G), and GuHCl and PEF ([psi-]-w-GP). Yellow labeled box indicates p value < 0.05.
	 
	[psi-]-w-G
	[psi-]-w-GP

	Mean
	1.723
	1.910401

	Variance
	0.011
	0.050622

	Observations
	6
	6

	Pooled Variance
	0.031
	

	Hypothesized Mean Difference
	0
	

	df
	10
	

	t Stat
	-1.85
	

	P(T<=t) one-tail
	0.047
	

	t Critical one-tail
	1.812
	

	P(T<=t) two-tail
	0.094
	

	t Critical two-tail
	2.228
	 




Table 10. t-Test: Two-Sample Assuming Equal Variances. Test was used for cells without [PSI+] prion ([psi-]) and cells with eliminated weak [PSI+] prion variant by GuHCl alone ([psi-]-w-G).
	 
	[psi-]
	[psi-]-w-G

	Mean
	1.826
	1.722539

	Variance
	0.016
	0.011234

	Observations
	3
	6

	Pooled Variance
	0.012
	

	Hypothesized Mean Difference
	0
	

	df
	7
	

	t Stat
	1.311
	

	P(T<=t) one-tail
	0.116
	

	t Critical one-tail
	1.895
	

	P(T<=t) two-tail
	0.231
	

	t Critical two-tail
	2.365
	 



Table 11. t-Test: Two-Sample Assuming Equal Variances. Test was used for cells without [PSI+] prion ([psi-]) and cells with eliminated weak [PSI+] prion variant by GuHCl and PEF ([psi-]-w-GP).
	 
	[psi-]
	[psi-]-w-GP

	Mean
	1.8261
	1.9104

	Variance
	0.0155
	0.0506

	Observations
	3
	6

	Pooled Variance
	0.0406
	

	Hypothesized Mean Difference
	0
	

	df
	7
	

	t Stat
	-0.5919
	

	P(T<=t) one-tail
	0.2863
	

	t Critical one-tail
	1.8946
	

	P(T<=t) two-tail
	0.5725
	

	t Critical two-tail
	2.3646
	 



Table 12. t-Test: Two-Sample Assuming Equal Variances. Test was used for cells without [PSI+] prion ([psi-]) and cells with eliminated strong [PSI+] prion variant by GuHCl alone ([psi-]-s-G).
	 
	[psi-]
	[psi-]-s-G

	Mean
	1.826061989
	1.713765053

	Variance
	0.015542519
	0.01709602

	Observations
	3
	5

	Pooled Variance
	0.016578187
	

	Hypothesized Mean Difference
	0
	

	df
	6
	

	t Stat
	1.194263152
	

	P(T<=t) one-tail
	0.138721107
	

	t Critical one-tail
	1.943180281
	

	P(T<=t) two-tail
	0.277442214
	

	t Critical two-tail
	2.446911851
	 




Table 13. t-Test: Two-Sample Assuming Equal Variances. Test was used for cells without [PSI+] prion – unaffected ([psi-]) and affected by GuHCl alone ([psi-]-G).
	 
	[psi-]
	[psi-]-G

	Mean
	1.82606199
	1.84937641

	Variance
	0.01554252
	0.0256501

	Observations
	3
	3

	Pooled Variance
	0.02059631
	

	Hypothesized Mean Difference
	0
	

	df
	4
	

	t Stat
	-0.1989645
	

	P(T<=t) one-tail
	0.42599732
	

	t Critical one-tail
	2.13184679
	

	P(T<=t) two-tail
	0.85199465
	

	t Critical two-tail
	2.77644511
	 



Table 14. t-Test: Two-Sample Assuming Equal Variances. Test was used for cells without [PSI+] prion – unaffected ([psi-]) and affected by GuHCl and PEF ([psi-]-GP).
	 
	[psi-]
	[psi-]-GP

	Mean
	1.82606199
	1.991447269

	Variance
	0.01554252
	0.007228084

	Observations
	3
	3

	Pooled Variance
	0.0113853
	

	Hypothesized Mean Difference
	0
	

	df
	4
	

	t Stat
	-1.8983235
	

	P(T<=t) one-tail
	0.06524549
	

	t Critical one-tail
	2.13184679
	

	P(T<=t) two-tail
	0.13049098
	

	t Critical two-tail
	2.77644511
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