Revelation of candidate genes and molecular mechanism of reproductive seasonality in carp fish (Labeo rohita Ham) by RNA sequencing
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Supplementary file 3: The gene ontology distribution of DEGs into biological process, Molecular function and cellular components of A) IGA[BR] vs. PSR[BR]; B) IGA[LIV] vs. PSR[LIV]; C) IGA[OVA] vs. PSR[OVA]; D) IGA[PIT] vs. PSR[PIT]
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