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	Primers
	
	Sequences
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Reverse
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	5'- GACTGCTGGAAAGGACGGTGTG -3'
5'- ACGGCCAATGATGGAATGCTCTC -3'
5'- CATAGCCAGAAGAGAAACCCACAGAC -3'
5'- AATCCCTCGGTCACTGAACAAGAAAG -3'
5'- TGGTGGGTGGTCAGGAAAGGG -3'
5'- ATGCTCTGTGCGTTGCGGATG -3'
5'- CGAAGACAACTGGACAGGAACCTC -3'
5'- AAATCCCGACTCTGGCATTCACAC -3'
5'- GACCTTGAGCAGCCGTCATACAG -3'
5'- CGTAGGCGATGGTCATAGTTCCG -3'
5'- TGGCTATGGAGGCGGCTATGG -3'
5'- AAGGAAGCGATGAAGCAGAAGGC -3'
5'- TGGTGCTGTGTCTGGTAGGATGG -3'
5'- GTCACGATGTTGTGGTCCAGGAAG -3'
5'- TCGCAGCAGCACATCAACAAGAG -3'
5'- AGGTCCACGGGAAAGACACAGG -3'
5'- ATGTCTCAGCCTCTTCTCATTC -3'
5'- GCTTGTCACTCGAATTTTGAGA -3'
5'- GTGCTGCTATTGGCTGTGACTCC -3'
5'- GCGCACAGGTAAGAGTGTTCATCC -3'
5'- CTGGCAGCAAGTAGGCAAGGAC -3'
5'- TGGCTGGCGGCTCAGTATCTC -3'
5'- GCGGGAACAGCAGTGGTGAAC -3'
5'- CTTGGGCATCAGCAGCGGAAC -3'
5'- CCTGATTCCTGTGTGTCGAAA -3'
5'- TTGGCTTCTTCTGTAGCGTTC -3'
5'- CCTTTTACCTATGTGCCGGAC -3'
5'- CATGTGATGTGTAGAGTCTTGCT -3'
5'- CTTGGTGCAAATGGACCGACT -3'
5'- CCAGCTCCTCCGCACAAAT -3'
5'- CTCTCTAGGGGATCAGATACGG -3'
5'- GTCACTGCTTGGTCAAATGCC -3'
5'- GGAGAAGTACGACCTTGCTATCA -3'
5'- ACAGGCAAACAGCTTGAACTG -3'
5'- TTTGAGGTGCCAAAACAAAATGG -3'
5'- CCCTCGGTAGCCAAAAACAC -3'
5'- CTACTGCTGGACGTTTCACAC -3'
5'- GGTGGACCCCTTTTTCCTCTT -3'
5'- CTACCTCATGAAGATCCTGACC -3'
5'- CACAGCTTCTCTTTGATGTCAC -3'




Supplement Table 2. Primer sequences for CHIP-qPCR
	Primers
	
	Sequences

	Ncf1 promoter (site 1) 

Ncf1 promoter (site 2)

Cybb promoter (site 1)

Cybb promoter (site 2)

	Forward
Reverse
Forward
Reverse
Forward
Reverse
Forward
Reverse
	5'- TCCTCCTCCACTGCTGGAAT -3'
5'- CAGGAGGTCTCTGGGACTCA -3'
5'- ATCAGTCCCTGCTTTCTCCG -3'
5'- AGATAGCCTGGCCTACGTGA -3'
5'- GCTGTCAGCATGGGTCTCTT -3'
5'- ACAGTTGTTGCCCTGGAGTC -3'
5'- AATGTGGGGCCTGAGGAATG -3'
5'- TATCTTTCCGCACCTCCAGC -3'



