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Table 1

Entrez gene Gene Symbol Fold-change  Regulation
Top 10 down-regulated DEGs

57419 AL049647.1 -2.913595423 Down
5130 CTA-221G9.10 -2.689190809 Down
57654 AC078852.2 -2.676628782 Down
727703 IGFL1P1 -2.650296519 Down
26121 RP11-35P15.1 -2.420645718 Down
68988 RP11-467)12.1 -2.343041538 Down
52528 RP11-39K24.2 -2.329497092 Down
407890 RP11-7G23.4 -2.256683974 Down
55253 AC006480.1 -2.230354121 Down
495301 RP11-478C6.5 -2.22740795 Down
Top 10 up-regulated DEGs

106479049  NIFKP7 1.709961482 up
84636 GPR174 1.620718667 up
115486824  SNORA7 1.591092426 up
3119 HLA-DQB1 1.511116874 up
100419867  ZNF101P1 1.49864423 up
100873404  RNA5SP136 1.468514296 up
6980 TRGV6 1.3812309 up
5820 RP11-18B16.1 1.360367969 up
139285 RP11-174C7.1 1.340212432 up
106479049  NIFKP7 1.709961482

up
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Table 2. Top ten genes demonstrated by connectivity degree in
the PPI network

Gene Symbol Gene title Degree
FDXR Ferredoxin reductase 4
DDB2 Damage specific DNA binding protein 2 2
LY6H Lymphocyte antigen 6 family member H 2
ZMAT3 Zinc finger matrin-type 3 2
GPR174 G protein-coupled receptor 174 1
LYNX1 Ly6/neurotoxin 1 1
CD300C CD300c molecule 1
SPATA18 Spermatogenesis associated 18 1
HLA-DQB1 Major histocompatibility complex, class I, 1
DQ beta 1

CEND1 Cell cycle exit and neuronal differentiation 1 1





