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[bookmark: OLE_LINK4]Figure S1. CLEC4G expression in different cancer types. (A) Transcripts per million (TPM) data of CLEC4G in tumor samples (T) and paired normal tissues (N) from different cancer types using Gene Expression Profiling Interactive Analysis (GEPIA). The gene expression profile across all tumor samples and paired normal tissues, and each dot represented the expression of samples. Tumor samples and paired normal tissues were analyzed using the Wilcoxon rank sum test. (B) Expression of CLEC4G in BRCA, GBM, LGG and LIHC tumor samples and paired normal tissues. The two groups were analyzed using the Wilcoxon rank-sum test; *p < 0.05.
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[bookmark: OLE_LINK75]Figure S2. Survival analysis of LUAD in the different pathologic stages. Kaplan-Meier curves of OS comparison between high and low expression of CLEC4G in stage I (A), II (B), III (C) and IV (D) of LUAD. Median of CLEC4G expression was considered as the cutoff points in the different stages. The Kaplan-Meier analysis and curve with log-rank tests were used to determine the significance of differences between the high and low expression groups. 
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Figure S3. Survival analysis of KIRC in the different pathologic stages. Kaplan-Meier curves of OS comparison between high and low expression of CLEC4G in stage I (A), II (B), III (C) and IV (D) of KIRC. Median of CLEC4G expression was considered as the cutoff points in the different stages.
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Figure S4. Survival analysis of UVM in the different pathologic stages. Kaplan-Meier curves of OS comparison between high and low expression of CLEC4G in stage II (A) and III (B) of UVM. Median of CLEC4G expression was considered as the cutoff points in the different stages. 



Supplementary Table
Table S1. Abbreviation of different cancers
	Abbreviation
	Name

	ACC
	Adrenocortical carcinoma

	BLCA
	Bladder Urothelial Carcinoma

	BRCA
	Breast invasive carcinoma

	CESC
	Cervical squamous cell carcinoma and endocervical adenocarcinoma

	CHOL
	Cholangiocarcinoma

	COAD
	Colon adenocarcinoma

	DLBC
	Lymphoid Neoplasm Diffuse Large B-cell Lymphoma

	ESCA
	Esophageal carcinoma

	GBM
	Glioblastoma multiforme

	HNSC
	Head and Neck squamous cell carcinoma

	KICH
	Kidney Chromophobe

	KIRC
	Kidney renal clear cell carcinoma

	KIRP
	Kidney renal papillary cell carcinoma

	LGG
	Brain Lower Grade Glioma

	LIHC
	Liver hepatocellular carcinoma

	LUAD
	Lung adenocarcinoma

	LUSC
	Lung squamous cell carcinoma

	MESO
	Mesothelioma

	OV
	Ovarian serous cystadenocarcinoma

	PAAD
	Pancreatic adenocarcinoma

	PCPG
	Pheochromocytoma and Paraganglioma

	PRAD
	Prostate adenocarcinoma

	READ
	Rectum adenocarcinoma

	SARC
	Sarcoma

	SKCM
	Skin Cutaneous Melanoma

	STAD
	Stomach adenocarcinoma

	TGCT
	Testicular Germ Cell Tumors

	THCA
	Thyroid carcinoma

	THYM
	Thymoma

	UCEC
	Uterine Corpus Endometrial Carcinoma

	UCS
	Uterine Carcinosarcoma

	UVM
	Uveal Melanoma




[bookmark: _Hlk80263307]Table S2 Clinical characteristics of high/low expression of CLEC4G in the LUAD cohort (n = 506).
	Factor
	Overall (n=506)
	Low expression of CLEC4G (n=253)
	High expression of CLEC4G (n=253)
	P_value

	Age (years)
	
	
	
	0.357

	median
	66
	66
	67
	

	IQR
	59-73
	59-72
	59-73
	

	Gender (%)
	
	
	
	0.373

	Female
	271 (53.6)
	141 (55.7)
	130 (51.4)
	

	Male
	235 (46.4)
	112 (44.3)
	123 (48.6)
	

	[bookmark: _Hlk80347585]Pathologic Stage (%)
	
	
	
	0.068

	Stage I
	271 (53.6)
	135 (53.4)
	136 (53.8)
	

	Stage II
	120 (23.7)
	55 (21.7)
	65 (25.7)
	

	Stage III
	81 (16)
	45 (17.8)
	36 (14.2)
	

	Stage IV
	26 (5.1)
	17 (6.7)
	9 (3.5)
	

	NA
	8 (1.6)
	1 (0.4)
	7 (2.8)
	


P value: Wilcoxon test rank sum and Fisher’s exact test (two sided) was used for the comparison between high and low expression of CLEC4G in the LUAD cohort. Median of CLEC4G expression was presented as a cutoff point.
[bookmark: _Hlk80344673]
Table S3 Clinical characteristics of high/low expression of CLEC4G in the KIRC cohort (n = 533).
	Factor
	Overall (n=533)
	Low expression of CLEC4G (n=266)
	High expression of CLEC4G (n=267)
	P_value

	Age (years)
	
	
	
	0.950

	median
	61
	61
	60
	

	IQR
	52-70
	52-70
	52-69.5
	

	Gender (%)
	
	
	
	0.587

	Female
	188 (35.3)
	97 (36.5)
	91 (34.1)
	

	Male
	345 (64.7)
	169 (63.5)
	176 (65.9)
	

	Pathologic Stage (%)
	
	
	
	0.292

	Stage I
	267 (50.1)
	134 (50.4)
	133 (49.8)
	

	Stage II
	57 (10.7)
	35 (13.2)
	22 (8.2)
	

	Stage III
	123 (23.1)
	60 (22.5)
	63 (23.6)
	

	Stage IV
	83 (15.6)
	36 (13.5)
	47 (17.6)
	

	NA
	3 (0.6)
	1 (0.4)
	2 (0.8)
	


P value: Wilcoxon test rank sum and Fisher’s exact test (two sided) was used for the comparison between high and low expression of CLEC4G in the KIRC cohort. Median of CLEC4G expression was presented as a cutoff value.
Table S4 Clinical characteristics of high/low expression of CLEC4G in the UVM cohort (n = 80).
	Factor
	Overall (n=80)
	Low expression of CLEC4G (n=40)
	High expression of CLEC4G (n=40)
	P_value

	Age (years)
	
	
	
	0.009

	median
	61.5
	55.5
	67
	

	IQR
	51-74.5
	49.5-68.5
	58.5-75.5
	

	Gender (%)
	
	
	
	0.001

	Female
	35 (43.8)
	25 (62.5)
	10 (25)
	

	Male
	45 (56.2)
	15 (37.5)
	30 (75)
	

	Pathologic Stage (%)
	
	
	
	0.261

	Stage II
	39 (48.8)
	23 (57.5)
	16 (40)
	

	Stage III
	36 (45)
	16 (40)
	20 (50)
	

	Stage IV
	4 (5)
	1 (2.5)
	3 (7.5)
	

	NA
	1 (1.2)
	0 (0)
	1 (2.5)
	


P value: Wilcoxon test rank sum and Fisher’s exact test (two sided) was used for the comparison between high and low expression of CLEC4G in the UVM cohort. Median of CLEC4G expression was presented as a cutoff value.

image4.tiff
>

Overall survival (%)

Stage Il

100-“M*————————Tj‘ L
80 H
60+
404 — |ow

—— High
20+

Log-rank (Mantel-Cox) test: p = 0.0113

0 T T T T T
0 200 400 600 800 1000

Time (days)

Overall survival (%)

100+

80+

60+

40

204

—— Low

—— High

Log-rank (Mantel-Cox) test: p = 0.1377

Stage Ill

0

T
200

400 600
Time (days)

T
800

T
1000




image1.tiff
s _BE |

2 i

]

i

T T e

' | BE |
et td.

] i
adiAdd

:
-

0. ‘.!
%2 J
% (= .
9.0 )
%% 1
v.u@ —
5.9 .
2% .=
%, 3
T - . . .
g & 8 8 8 3 I

(WdL)

uol|lINl Jod syduosuel |

(1+Ad L)*Bol-uoissaidx3

LIHC
369; num(N):

LGG
518; num(N):

GBM

BRCA

160)

(num(T)

=207)

(num(T):

=207)

163; num(N):

1085; num(N)=291) (num(T):

(num(T):




image2.tiff
>

Overall survival (%)

(@)

Overall survival (%)

Stage |
100+
80
60
4041 —— Low
——  High
204
Log-rank (Mantel-Cox) test: p = 0.2427
0 T T T T T
0 200 400 600 800 1000
Time (days)
Stage Il
100+
80
604
404 —— |ow
——  High
204
Log-rank (Mantel-Cox) test: p = 0.4512
0 T T T T T
0 200 400 600 800 1000
Time (days)

lov

Overall survival (%)

@)

Overall survival (%)

Stage Il

100+
80
60

4041 —— Low

——  High
204

Log-rank (Mantel-Cox) test: p = 0.0165
0 T T T T T
0 200 400 600 800 1000
Time (days)
Stage IV

100+
80
604

404 —— |ow

—— High
204

Log-rank (Mantel-Cox) test: p = 0.4475
0 T T T T T
0 200 400 600 800 1000

Time (days)




image3.tiff
>

Overall survival (%)

(@]

Overall survival (%)

Stage | B
100 Pttt
S
80 =
]
2
60+ <
>
(2]
404 —— Low =
——  High Qo
20- 3
Log-rank (Mantel-Cox) test: p = 0.1147
0 T T T T T
0 200 400 600 800 1000
Time (days)
D
Stage Il
100+
9
80- g
<]
2
60+ <
o
7]
404 o Low =
—— High [
20- 3
Log-rank (Mantel-Cox) test: p = 0.0361
0 T T T T T
0 200 400 600 800 1000
Time (days)

Stage Il

T l;‘_l_h_‘_l—‘_‘_‘_L
80+
60+
404 — Low
——  High
20+
Log-rank (Mantel-Cox) test: p = 0.0002
0 T T T T T
0 200 400 600 800 1000
Time (days)
Stage IV
100
804
60
404 —— Low
——  High
204
Log-rank (Mantel-Cox) test: p = 0.0192
0 T T T T T
0 200 400 600 800 1000

Time (days)




