Staphylococcus saprophyticus FELAOO1 (MH347918) GHM
Staphylococcus saprophyticus FELAO58 (MH368162) GHM
Staphylococcus saprophyticus FELAO65 (MH368169) LUTH
Staphylococcus saprophyticus FELAO09 (MH348958) LUTH
Staphylococcus saprophyticus FELAOO3 (MH347920) GHM
Staphylococcus saprophyticus FELAO54 (MH362697) LUTH
Staphylococcus saprophyticus FELAO50 (MH362693) GHM
Staphylococcus saprophyticus FELAO67 (MH368171) GHM

44 Staphylococcus saprophyticus FELAO17 (MH356550) LUTH
_[ Staphylococcus saprophyticus FELAO53 (MH362696) LUTH
Staphylococcus saprophyticus FELAO20 (MH356553) GHM
21— Staphylococcus saprophyticus FELAO08 (MH348957) LUTH
8 L Staphylococcus saprophyticus FELAO42 (MH362685) LUTH
2 Staphylococcus saprophyticus FELAO76 (MH368180) LUTH

Staphylococcus saprophyticus FELAO18 (MH356551) LUTH

70 Staphylococcus saprophyticus FELAO10 (MH348959) GHM
23 ——— Staphylococcus saprophyticus FELAO39 (MH362682) LUTH
Staphylococcus saprophyticus FELAO24 (MH356557) GHS

6 Staphylococcus saprophyticus FELAO04 (MH348953) GHS
53 Staphylococcus saprophyticus FELAO12 (MH348961) GHM

a1 Staphylococcus saprophyticus FELAO66 (MH368170) GHM
Staphylococcus saprophyticus FELAO43 (MH362686) GHM
70 — Staphylococcus saprophyticus FELAO27 (MH356560) LUTH
95— Staphylococcus saprophyticus FELAO28 (MH356561) LUTH

42 — Staphylococcus saprophyticus FELAO46 (MH362689) GHM
79l Staphylococcus saprophyticus FELAO73 (MH368177) LUTH

Staphylococcus saprophyticus FELAO61 (MH368165) LUTH
Staphylococcus saprophyticus FELAO45 (MH362688) GHM
Staphylococcus saprophyticus FELAO06 (MH348955) GHG
32 Staphylococcus saprophyticus FELAO77 (MH371226) GHM
Staphylococcus saprophyticus FELAO29 (MH356562) LUTH

100 Staphylococcus saprophyticus FELAO47 (MH362690) GHS
10 Staphylococcus saprophyticus FELAO11 (MH348960) GHM
81 46 Staphylococcus saprophyticus FELAO80 (MH371229) GHS
88 Staphylococcus saprophyticus FELAO78 (MH371227) GHM
Staphylococcus saprophyticus FELAO56 (MH368160) GHM
Staphylococcus saprophyticus FELAO30 (MH356563) LUTH

100

67 Staphylococcus saprophyticus FELAO44 (MH362687) GHM
ﬂ‘_E Staphylococcus saprophyticus FELAO31 (MH356564) GHM
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100 98 Staphylococcus saprophyticus FELAO19 (MH356552) GHM
Staphylococcus saprophyticus FELAO85 (MH371234) LUTH
Staphylococcus saprophyticus FELAO32 (MH362675) GHM
Staphylococcus saprophyticus FELAO51 (MH362694) LUTH
78 Staphylococcus saprophyticus FELAO36 (MH362679) GHG
Staphylococcus saprophyticus FELAO02 (MH347919) GHM
96 Staphylococcus saprophyticus FELAO38 (MH362681) GHG
Staphylococcus saprophyticus FELAO62 (MH368166) LUTH
Staphylococcus saprophyticus FELAO95 (MH753661) GHS
Staphylococcus saprophyticus FELAO49 (MH362692) GHG
Staphylococcus saprophyticus JNS3 (KC503908) China
Staphylococcus saprophyticus FVR1 (KP698299) India
Staphylococcus saprophyticus FELAO15 (MH356548) LUTH
Staphylococcus saprophyticus FELAO35 (MH362678) GHS
94 Staphylococcus saprophyticus FELAO86 (MH371235) LUTH
9 61 Staphylococcus saprophyticus FELAO16 (MH356549) LUTH
Staphylococcus saprophyticus FELAO52 (MH362695) LUTH
Staphylococcus saprophyticus FELAO69 (MH368173) GHS
Staphylococcus saprophyticus FELAO87 (MH371236) LUTH
Staphylococcus saprophyticus PPB14 (HM854828) Malaysia
Staphylococcus saprophyticus RCB147 (KT260359) India
Staphylococcus saprophyticus M36 (DQ462328) China
Staphylococcus saprophyticus SPB40-5 (LC511705) Thailand
Staphylococcus saprophyticus CAU9423 (MF429203)China
Staphylococcus saprophyticus ATCC 15305 (MN077137) India
Staphylococcus saprophyticus KMDH19 (KU844061) China
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93
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72 _[ Staphylococcus saprophyticus PaKu3 (MK841545) Sri Lanka

94 Staphylococcus saprophyticus ESK6 (MN173448) Bangladesh
99 Staphylococcus saprophyticus FELAO93 (MH547251) GHM
_[ Staphylococcus saprophyticus FELAO94 (MH547252) GHS
85 Staphylococcus saprophyticus FELAO14 (MH356547) GHG
Staphylococcus saprophyticus FELAO92 (MH547250) GHG
85 Staphylococcus saprophyticus FELAO68 (MH368172) GHM
64 Staphylococcus saprophyticus FELAO57 (MH368161) GHM
36 Staphylococcus saprophyticus FELAO79 (MH371228) GHM
Staphylococcus saprophyticus FELAO89 (MH371238) LUTH
36 Staphylococcus saprophyticus FELAO90 (MH371239) LUTH
60 L Staphylococcus saprophyticus FELAO33 (MH362676) GHM

100

51

100
Staphylococcus saprophyticus FELAO59 (MH368163) GHG

Staphylococcus saprophyticus FELAO34 (MH362677) GHM
Staphylococcus saprophyticus FELAO22 (MH356555) GHM

a4
69 a7

36 _[ Staphylococcus saprophyticus FELAO71 (MH368175) GHG
97 Staphylococcus saprophyticus FELAO13 (MH348962) GHS
Staphylococcus saprophyticus FELAO84 (MH371233) LUTH

10—0 82 _[ Staphylococcus saprophyticus FELAOO5 (MH348954) GHS

93 Staphylococcus saprophyticus FELAO88 (MH371237) LUTH
Staphylococcus saprophyticus FELAO74 (MH368178) LUTH
Staphylococcus saprophyticus FELAO41 (MH362684) GHS

78 14 Staphylococcus saprophyticus FELAO63 (MH368167) LUTH
_[ Staphylococcus saprophyticus FELAO40 (MH362683) LUTH

Staphylococcus saprophyticus FELAO75 (MH368179) LUTH
Staphylococcus saprophyticus FELAO60 (MH368164) GHG
16— Staphylococcus saprophyticus FELAO25 (MH356558) GHG

3 L Staphylococcus saprophyticus FELAO91 (MH371240) GHS
1 Staphylococcus saprophyticus FELAO23 (MH356556) GHS
Staphylococcus saprophyticus FELAO70 (MH368174) GHS
Staphylococcus saprophyticus FELAO82 (MH371231) GHG
Staphylococcus saprophyticus FELAO72 (MH368176) GHG
Staphylococcus saprophyticus FELAOO7 (MH348956) LUTH

49 Staphylococcus saprophyticus FELAO48 (MH362691) GHG

[

Figure 2: Neighbour-joining tree showing the phylogenetic relationships among S. saprophyticus isolates based on a comparison
of 1500bp 16SrRNA gene sequences. Bootstrap values based on 1000 replicates are given at the branching points when they
are above 50%. NCBI accession numbers are in parentheses followed by sampling site.



