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Scale Free Topology Model Fit,signed R"2
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Scale Free Topology Model Fit,signed R"2
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Gene dendrogram and module colors
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Gene dendrogram and module colors
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Module-

trait relationships(GEO)
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Module-trait relationships(GEO)
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Percent survival
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Cancer: GBM
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Overall survival
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Running Enrichment Score

Ranked list metric
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Running Enrichment Score
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