[image: ]Supplementary Figure 1. Gene set enrichment analysis (GSEA) following hCG treatment. (A) GSEA enrichment plot showing negative enrichment of the cytosolic large ribosomal subunit gene set in TreatB mice relative to ControlB mice, with the enrichment signal concentrated toward the right side of the ranked gene list. (B) GSEA of KEGG hormone signaling pathway in TreatB mice compared with ControlB mice.
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